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Vector designation: 

pZA23MCS 

 

 

Genetic Map: 

 

 

 
 

Restriction Map: 

 

61  Mfe I •
111  Acc 65I
111  Kpn I
117  Apa I
117  Psp OMI
132  Acc I
132  Sal I
141  Cla I
147  Hin dIII
153  Eco RV

171  Sma I
171  Uth SI
171  Xma I
177  Bam HI
189  Afl III
189  Mlu I

306  Avr I I

401  Pfo I

445  Sac I I

502  Hga I

606  Age I

794  Alw NI

862  Bsp 24I

932  Bst BI

1019  Ase I
1032  Ssp I

1108  Spe I •

Eco ICRI  1220
Sac I  1220

Bpl I  1236
Bpl I  1236

Rsr II  1390
Ava II  1391

Psp 03I  1391
Vpa K11AI  1391

Nae I  1406
Ngo MIV  1406
Msl I  1469

Sim I  1478
Sph I  1505

Bss HII  1509

Bsa AI  1604

Bsr DI  1680
Bci VI  1698

Hae IV  1729

Tth 111I  1788
Fsp I  1806
Hae I  1826
Msc I  1826

Drd I  1879

Eag I  2000

Bcl I  2065
Bgl II  2070
Xcm I  2088

Aat II  2176
Zra I  2176
Bsp HI  2198

Bbr 7I  2243
Bbs I  2243

pZA23MCS

2250 bp
Unique Sites

 
 

 

Sequence: 

 
CTCGAGAAATTTATCAAAAAGAGTGTTGACTTGTGAGCGGATAACAATGA 

TACTTAGATTCAATTGTGAGCGGATAACAATTTCACACAGAATTCATTAA 

AGAGGAGAAAGGTACCGGGCCCCCCCTCGAGGTCGACGGTATCGATAAGC 

TTGATATCGAATTCCTGCAGCCCGGGGGATCCCATGGTACGCGTGCTAGA 

GGCATCAAATAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTT 

ATCTGTTGTTTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGCC 

CTAGACCTAGGGATATATTCCGCTTCCTCGCTCACTGACTCGCTACGCTC 

GGTCGTTCGACTGCGGCGAGCGGAAATGGCTTACGAACGGGGCGGAGATT 

TCCTGGAAGATGCCAGGAAGATACTTAACAGGGAAGTGAGAGGGCCGCGG 

CAAAGCCGTTTTTCCATAGGCTCCGCCCCCCTGACAAGCATCACGAAATC 

TGACGCTCAAATCAGTGGTGGCGAAACCCGACAGGACTATAAAGATACCA 

GGCGTTTCCCCCTGGCGGCTCCCTCGTGCGCTCTCCTGTTCCTGCCTTTC 

GGTTTACCGGTGTCATTCCGCTGTTATGGCCGCGTTTGTCTCATTCCACG 

CCTGACACTCAGTTCCGGGTAGGCAGTTCGCTCCAAGCTGGACTGTATGC 

ACGAACCCCCCGTTCAGTCCGACCGCTGCGCCTTATCCGGTAACTATCGT 

CTTGAGTCCAACCCGGAAAGACATGCAAAAGCACCACTGGCAGCAGCCAC 

TGGTAATTGATTTAGAGGAGTTAGTCTTGAAGTCATGCGCCGGTTAAGGC 

TAAACTGAAAGGACAAGTTTTGGTGACTGCGCTCCTCCAAGCCAGTTACC 

TCGGTTCAAAGAGTTGGTAGCTCAGAGAACCTTCGAAAAACCGCCCTGCA 

AGGCGGTTTTTTCGTTTTCAGAGCAAGAGATTACGCGCAGACCAAAACGA 

TCTCAAGAAGATCATCTTATTAATCAGATAAAATATTACTAGATTTCAGT 

GCAATTTATCTCTTCAAATGTAGCACCTGAAGTCAGCCCCATACGATATA 

AGTTGTTACTAGTGCTTGGATTCTCACCAATAAAAAACGCCCGGCGGCAA 

CCGAGCGTTCTGAACAAATCCAGATGGAGTTCTGAGGTCATTACTGGATC 

TATCAACAGGAGTCCAAGCGAGCTCTCGAACCCCAGAGTCCCGCTCAGAA 

GAACTCGTCAAGAAGGCGATAGAAGGCGATGCGCTGCGAATCGGGAGCGG 

CGATACCGTAAAGCACGAGGAAGCGGTCAGCCCATTCGCCGCCAAGCTCT 

TCAGCAATATCACGGGTAGCCAACGCTATGTCCTGATAGCGGTCCGCCAC 



ACCCAGCCGGCCACAGTCGATGAATCCAGAAAAGCGGCCATTTTCCACCA 

TGATATTCGGCAAGCAGGCATCGCCATGGGTCACGACGAGATCCTCGCCG 

TCGGGCATGCGCGCCTTGAGCCTGGCGAACAGTTCGGCTGGCGCGAGCCC 

CTGATGCTCTTCGTCCAGATCATCCTGATCGACAAGACCGGCTTCCATCC 

GAGTACGTGCTCGCTCGATGCGATGTTTCGCTTGGTGGTCGAATGGGCAG 

GTAGCCGGATCAAGCGTATGCAGCCGCCGCATTGCATCAGCCATGATGGA 

TACTTTCTCGGCAGGAGCAAGGTGAGATGACAGGAGATCCTGCCCCGGCA 

CTTCGCCCAATAGCAGCCAGTCCCTTCCCGCTTCAGTGACAACGTCGAGC 

ACAGCTGCGCAAGGAACGCCCGTCGTGGCCAGCCACGATAGCCGCGCTGC 

CTCGTCCTGCAGTTCATTCAGGGCACCGGACAGGTCGGTCTTGACAAAAA 

GAACCGGGCGCCCCTGCGCTGACAGCCGGAACACGGCGGCATCAGAGCAG 

CCGATTGTCTGTTGTGCCCAGTCATAGCCGAATAGCCTCTCCACCCAAGC 

GGCCGGAGAACCTGCGTGCAATCCATCTTGTTCAATCATGCGAAACGATC 

CTCATCCTGTCTCTTGATCAGATCTTGATCCCCTGCGCCATCAGATCCTT 

GGCGGCAAGAAAGCCATCCAGTTTACTTTGCAGGGCTTCCCAACCTTACC 

AGAGGGCGCCCCAGCTGGCAATTCCGACGTCTAAGAAACCATTATTATCA 

TGACATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTTCAC 

 


