Plasmid data sheet
Vector designation:

PZA23MCS

Genetic Map:

Aatl] Xhol

PA1laco-1
EcoRI
Kn"
Kpnl
p MCS
Sacl
Spe]/\_/\Afo
p15A
Restriction Map:
61 Mfel-
111 Acc65l
111 Kpnl
117 Apal
117 PspOMI
132 Accl
132 Sall
141 Clal
Bbs| 2243 147 Hindlll
Bbr7l 2243 153 EcoRV/
BspHI 2198 171 Smal
Zral 2176 171 UthSI
Aatll 2176 171 Xmal
Xem| 2088 177 BamHI

Bglll 2070
Bell 2065

Eagl 2000

189 Afllll
4,189 Mul

306 Avrll

Drd| 1879

Mscl 1826
Heel 1826
Fsp! 1806
Tth1111 1788

401 Pfol
445 Sacll

pZA23MCS

+

2250 bp
Unique Sites

502 Hgal
HaelV 1729 o
BeiVl 1698
BsrDI 1680

[~ 606 Agel
BsaAl 1604

BssHIl 1509
Sph! 1505
Sim1 1478
Msl1 1469
NgoMIV 1406
Nae| 1406
VpaK11Al 1391 v 932 BstBI
Psp03l 1391 1019 Asel
Avall 1391 1032 Sspl
Rsrll 1390 1108 Spel-
Bpll 1236
Bpll 1236
Sacl 1220
EcolCRI 1220

794 AwNI

862 Bsp2dl

Sequence:

CTCGAGAAATTTATCAAAAAGAGTGTTGACTTGTGAGCGGATAACAATGA
TACTTAGATTCAATTGTGAGCGGATAACAATTTCACACAGAATTCATTAA
AGAGGAGAAAGGTACCGGGCCCCCCCTCGAGGTCGACGGTATCGATAAGC
TTGATATCGAATTCCTGCAGCCCGGGGGATCCCATGGTACGCGTGCTAGA
GGCATCAAATAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTT
ATCTGTTGTTTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGCC
CTAGACCTAGGGATATATTCCGCTTCCTCGCTCACTGACTCGCTACGCTC
GGTCGTTCGACTGCGGCGAGCGGAAATGGCTTACGAACGGGGCGGAGATT
TCCTGGAAGATGCCAGGAAGATACTTAACAGGGAAGTGAGAGGGCCGCGG
CAAAGCCGTTTTTCCATAGGCTCCGCCCCCCTGACAAGCATCACGAAATC
TGACGCTCAAATCAGTGGTGGCGAAACCCGACAGGACTATAAAGATACCA
GGCGTTTCCCCCTGGCGGCTCCCTCGTGCGCTCTCCTGTTCCTGCCTTTC
GGTTTACCGGTGTCATTCCGCTGTTATGGCCGCGTTTGTCTCATTCCACG
CCTGACACTCAGTTCCGGGTAGGCAGTTCGCTCCAAGCTGGACTGTATGC
ACGAACCCCCCGTTCAGTCCGACCGCTGCGCCTTATCCGGTAACTATCGT
CTTGAGTCCAACCCGGAAAGACATGCAAAAGCACCACTGGCAGCAGCCAC
TGGTAATTGATTTAGAGGAGTTAGTCTTGAAGTCATGCGCCGGTTAAGGC
TAAACTGAAAGGACAAGTTTTGGTGACTGCGCTCCTCCAAGCCAGTTACC
TCGGTTCAAAGAGTTGGTAGCTCAGAGAACCTTCGAAAAACCGCCCTGCA
AGGCGGTTTTTTCGTTTTCAGAGCAAGAGATTACGCGCAGACCAAAACGA
TCTCAAGAAGATCATCTTATTAATCAGATAAAATATTACTAGATTTCAGT
GCAATTTATCTCTTCAAATGTAGCACCTGAAGTCAGCCCCATACGATATA
AGTTGTTACTAGTGCTTGGATTCTCACCAATAAAAAACGCCCGGCGGCAA
CCGAGCGTTCTGAACAAATCCAGATGGAGTTCTGAGGTCATTACTGGATC
TATCAACAGGAGTCCAAGCGAGCTCTCGAACCCCAGAGTCCCGCTCAGAA
GAACTCGTCAAGAAGGCGATAGAAGGCGATGCGCTGCGAATCGGGAGCGG
CGATACCGTAAAGCACGAGGAAGCGGTCAGCCCATTCGCCGCCAAGCTCT
TCAGCAATATCACGGGTAGCCAACGCTATGTCCTGATAGCGGTCCGCCAC



ACCCAGCCGGCCACAGTCGATGAATCCAGAAAAGCGGCCATTTTCCACCA
TGATATTCGGCAAGCAGGCATCGCCATGGGTCACGACGAGATCCTCGCCG
TCGGGCATGCGCGCCTTGAGCCTGGCGAACAGTTCGGCTGGCGCGAGCCC
CTGATGCTCTTCGTCCAGATCATCCTGATCGACAAGACCGGCTTCCATCC
GAGTACGTGCTCGCTCGATGCGATGTTTCGCTTGGTGGTCGAATGGGCAG
GTAGCCGGATCAAGCGTATGCAGCCGCCGCATTGCATCAGCCATGATGGA
TACTTTCTCGGCAGGAGCAAGGTGAGATGACAGGAGATCCTGCCCCGGCA
CTTCGCCCAATAGCAGCCAGTCCCTTCCCGCTTCAGTGACAACGTCGAGC
ACAGCTGCGCAAGGAACGCCCGTCGTGGCCAGCCACGATAGCCGCGCTGC
CTCGTCCTGCAGTTCATTCAGGGCACCGGACAGGTCGGTCTTGACAAAAA
GAACCGGGCGCCCCTGCGCTGACAGCCGGAACACGGCGGCATCAGAGCAG
CCGATTGTCTGTTGTGCCCAGTCATAGCCGAATAGCCTCTCCACCCAAGC
GGCCGGAGAACCTGCGTGCAATCCATCTTGTTCAATCATGCGAAACGATC
CTCATCCTGTCTCTTGATCAGATCTTGATCCCCTGCGCCATCAGATCCTT
GGCGGCAAGAAAGCCATCCAGTTTACTTTGCAGGGCTTCCCAACCTTACC
AGAGGGCGCCCCAGCTGGCAATTCCGACGTCTAAGAAACCATTATTATCA
TGACATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTTCAC



