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Genetic Map: 

 

 

 

 

Restriction Map: 

 

1  Aat I I
1  Zra I

42  Apa I
42  Psp OMI

387  Acc I
387  Sal I
392  Sci I
392  Xho I

425  Bam HI
432  Hin dIII
448  Afe I

500  Eco RI
521  Acc 65I
521  Kpn I

673  Psr I
681  Bsi WI

768  Bts I

850  Psi I

1017  Bsr GI
1017  Tat I
1020  Afl III

1134  Bst EII
1139  Bsu 36I
1159  Alf I

1337  Ace III

1475  Bcg I
1475  Bcg I

1705  Ppu MI
1705  Sse 8647I

1847  Pac I
1866  Sex AI

1954  Sgr AIEco NI  2140
Xba I  2184

Avr II  2295
Sac II  2435

Age I  2596

Alw NI  2784

Bsp 24I  2852

Ase I  3009
Ssp I  3022

Spe I  3098

Eco ICRI  3210
Sac I  3210

Rsr II  3380
Nae I  3396

Ngo MIV  3396
Sim I  3468

Bss HII  3499
Bsr DI  3670

Tth 111I  3778
Fsp I  3796
Msc I  3816

Pst I  3847
Sfc I  3847
Drd I  3869

Eag I  3990
Bcl I  4055
Bgl II  4060

pZA24luc

4165 bp
Unique Sites

 
 

 

Sequence: 

 
GACGTCTGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGGCCCTCG 
GACACCGAGGAGAATGTCAAGAGGCGAACACACAACGTCTTGGAGCGCCA 
GAGGAGGAACGAGCTAAAACGGAGCTTTTTTGCCCTGCGTGACCAGATCC 

CGGAGTTGGAAAACAATGAAAAGGCCCCCAAGGTAGTTATCCTTAAAAAA 
GCCACAGCATACATCCTGTCCGTCCAAGCAGAGGAGCAAAAGCTCATTTC 

TGAAGAGGACTTGTTGCGGAAACGACGAGAACAGTTGAAACACAAACTTG 
AACAGCTACGGAACTCTTGTGCGTAAGGAAAAGTAAGGAAAACGATTCCT 

TCTAACAGAAATGTCCTGAGCAATCACCTATGAACTGTCGACTCGAGCAT 
AGCATTTTTATCCATAAGATTAGCGGATCCTAAGCTTTACAATTGTGAGC 

GCTCACAATTATGATAGATTCAATTGTGAGCGGATAACAATTTCACACAG 
AATTCATTAAAGAGGAGAAAGGTACCATGGAAGACGCCAAAAACATAAAG 

AAAGGCCCGGCGCCATTCTATCCgCTAGAGGATGGAACCGCTGGAGAGCA 
ACTGcATAAGgCTATGAAGAGATACGCCCTGGTTCCTGGAACAATTGCTT 
TTACAGATGCACATATCGAGGTGAACATCACGTACGCGGAATACTTCGAA 

ATGTCCGTTCGGTTGGCAGAAGCTaTGAAACGATATGGGCTGAATACAAA 
TCACAGAATCGTCGTATgCAGTGAAAACTCTCTTCAATTCTTTATGCCGG 

TGTTGGGCGCGTTATTTATCGGAGTTGCAGTTGCGCCCGCGAACGACATT 
TATAATGAACGTGAATTGCTCAACAGTATGAACATTTCGCAGCCTAcCGT 

AGTGTTtGTTTCCAAAAAGGGGTTGCAAAAAATTTTGAACGTGCAAAAAA 
AATTACCAATAATCCAGAAAATTATTATCATGGATtctAAAACGGATTAC 

CAGGGATTTCAGTCGATGTACACGTTCGTCACATCTCATCTACCTCCCGG 
TTTTAATGAATACGATTTTGTACCAGAGTCCTTTGATCGTGACAAAACAA 
TTGCACTGATAATGAAcTCCTCTGGATCTACTGGGTTACCTAAGGGTGTG 

GCCCTTCCGCATAGAACTGCCTGCGTCAGATTCTCGCATGCCAGAGATCC 
TATTTTTGGCAATCAAATCATTCCGGATACTGCGATTTTAAGTGTTGTTC 

CATTCCATCACGGTTTTGGAATGTTTACTACACTCGGATATTTGATATGT 
GGATTTCGAGTCGTCTTAATGTATAGATTTGAAGAAGAGCTGTTTTTACG 

ATCCCTTCAGGATTACAAAATTCAAAGTGCGTTGCTAGTACCAACCCTAT 



TTTCATTCTTCGCCAAAAGCACTCTGATTGACAAATACGATTTATCTAAT 

TTACACGAAATTGCTTCTGGGGGCGCACCTCTTTCGAAAGAAGTCGGGGA 
AGCGGTTGCAAAACGCTTCCATCTTCCAGGGATACGACAAGGATATGGGC 

TCACTGAGACTACATCAGCTATTCTGATTACACCCGAGGGGGATGATAAA 
CCGGGCGCgGTCGGTAAAGTTGTTCCATTTTTTGAAGCGAAGGTTGTGGA 
TCTGGATACCGGGAAAACGCTGGGCGTTAATCAGAGAGGCGAATTATGTG 

TCAGAGGACCTATGATtATGTCCGGTTATGTAAACAATCCGgAAGCGACC 
AACGCCTTGATTGACAAGGATGGATGGCTACATTCTGGAGACATAGCTTA 

CTGGGACGAAGACGAACACTTCTTCATAGTTGACCGCTTGAAGTCTTTAA 
TTAAATACAAAGGATAcCAGGTGGCCCCCGCTGAATTGGAgTCGATATTG 

TTACAACACCCCAACATCTTCGACGCGGGCGTGGCAGGTCTTCCCGACGA 
TGACGCCGGTGAACTTCCCGCCGCCGTTGTTGTTTTGGAGCACGGAAAGA 

CGATGACGGAAAAAGAGATCGTGGATTACGTCGCCAGTCAAGTAACAACC 
GCCAAAAAGTTGCGCGGAGGAGTTGTGTTTGTGGACGAAGTACCGAAAGG 
TCTTACCGGAAAACTCGACGCAAGAAAAAtcAGAGAGATCCTCATAAAGG 

CCAAGAAGGGCGGAAAGTCCAAATTGTAATGACTCTAGAGGCATCAAATA 
AAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGTTT 

GTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGCCCTAGACCTAGG 
GGATATATTCCGCTTCCTCGCTCACTGACTCGCTACGCTCGGTCGTTCGA 

CTGCGGCGAGCGGAAATGGCTTACGAACGGGGCGGAGATTTCCTGGAAGA 
TGCCAGGAAGATACTTAACAGGGAAGTGAGAGGGCCGCGGCAAAGCCGTT 

TTTCCATAGGCTCCGCCCCCCTGACAAGCATCACGAAATCTGACGCTCAA 
ATCAGTGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCC 
CCTGGCGGCTCCCTCGTGCGCTCTCCTGTTCCTGCCTTTCGGTTTACCGG 

TGTCATTCCGCTGTTATGGCCGCGTTTGTCTCATTCCACGCCTGACACTC 
AGTTCCGGGTAGGCAGTTCGCTCCAAGCTGGACTGTATGCACGAACCCCC 

CGTTCAGTCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCA 
ACCCGGAAAGACATGCAAAAGCACCACTGGCAGCAGCCACTGGTAATTGA 

TTTAGAGGAGTTAGTCTTGAAGTCATGCGCCGGTTAAGGCTAAACTGAAA 
GGACAAGTTTTGGTGACTGCGCTCCTCCAAGCCAGTTACCTCGGTTCAAA 

GAGTTGGTAGCTCAGAGAACCTTCGAAAAACCGCCCTGCAAGGCGGTTTT 
TTCGTTTTCAGAGCAAGAGATTACGCGCAGACCAAAACGATCTCAAGAAG 

ATCATCTTATTAATCAGATAAAATATTACTAGATTTCAGTGCAATTTATC 
TCTTCAAATGTAGCACCTGAAGTCAGCCCCATACGATATAAGTTGTTACT 
AGTGCTTGGATTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTTC 

TGAACAAATCCAGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAGG 
AGTCCAAGCGAGCTCTCGAACCCCAGAGTCCCGCTCAGAAGAACTCGTCA 

AGAAGGCGATAGAAGGCGATGCGCTGCGAATCGGGAGCGGCGATACCGTA 
AAGCACGAGGAAGCGGTCAGCCCATTCGCCGCCAAGCTCTTCAGCAATAT 

CACGGGTAGCCAACGCTATGTCCTGATAGCGGTCCGCCACACCCAGCCGG 
CCACAGTCGATGAATCCAGAAAAGCGGCCATTTTCCACCATGATATTCGG 

CAAGCAGGCATCGCCATGGGTCACGACGAGATCCTCGCCGTCGGGCATGC 
GCGCCTTGAGCCTGGCGAACAGTTCGGCTGGCGCGAGCCCCTGATGCTCT 
TCGTCCAGATCATCCTGATCGACAAGACCGGCTTCCATCCGAGTACGTGC 

TCGCTCGATGCGATGTTTCGCTTGGTGGTCGAATGGGCAGGTAGCCGGAT 
CAAGCGTATGCAGCCGCCGCATTGCATCAGCCATGATGGATACTTTCTCG 

GCAGGAGCAAGGTGAGATGACAGGAGATCCTGCCCCGGCACTTCGCCCAA 
TAGCAGCCAGTCCCTTCCCGCTTCAGTGACAACGTCGAGCACAGCTGCGC 

AAGGAACGCCCGTCGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTGC 
AGTTCATTCAGGGCACCGGACAGGTCGGTCTTGACAAAAAGAACCGGGCG 

CCCCTGCGCTGACAGCCGGAACACGGCGGCATCAGAGCAGCCGATTGTCT 
GTTGTGCCCAGTCATAGCCGAATAGCCTCTCCACCCAAGCGGCCGGAGAA 
CCTGCGTGCAATCCATCTTGTTCAATCATGCGAAACGATCCTCATCCTGT 

CTCTTGATCAGATCTTGATCCCCTGCGCCATCAGATCCTTGGCGGCAAGA 
AAGCCATCCAGTTTACTTTGCAGGGCTTCCCAACCTTACCAGAGGGCGCC 

CCAGCTGGCAATTCC 
 


