Plasmid data sheet

Vector designation:
pZA31lluc

Genetic Map:
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Restriction Map:

1 Sail
1 Xho!
24 BsaBl
102 Acc6s!
102 Kpn|
140 Bbel
140 Haell
BspHI 3614 140 Kas|
Zral 3592 140 Lpn|
Aatll 3592 140 Narl
s/l 3531 140 Sfol
Bpu 10l 3474
Puull 3349
BsrDI 3235
Acll 3161

PIMI 3016
Pas| 3015
Msc| 2982

262 BsiWI
349 Bts|
431 Psil

598 BsrGl
601 AfllIl
715 BstEIl

Scal 2832
Sacl 2791
EcolCRI 2791

pZA31luc

+

3666 bp
Unique Sites

915 Sap!

Spel 2679

1056 Begl

Asel 2590 1086 Begl

Fall 2579

N
1250 BseYI
1286 PpuMI
1286 Sse 86471
1287 Avall
1287 Psp03l
1287 VpaK11Al

Bsp24l 2433
AlwNI 2365

Gill 2198
Agel 2177
Sacll 2016 1410 Hincll
BsrBI 1939 1428 Pacl
Avrll 1876 1447 SexAl
1515 BspMI
1535 SgrAl
1714 Bpll
1714 Bpll
1721 EcoNI

Sequence:

CTCGAGTCCCTATCAGTGATAGAGATTGACATCCCTATCAGTGATAGAGA
TACTGAGCACATCAGCAGGACGCACTGACCGAATTCATTAAAGAGGAGAA
AGGTACCATGGAAGACGCCAAAAACATAAAGAAAGGCCCGGCGCCATTCT
ATCCgCTAGAGGATGGAACCGCTGGAGAGCAACTGCATAAGYCTATGAAG
AGATACGCCCTGGTTCCTGGAACAATTGCTTTTACAGATGCACATATCGA
GGTGAACATCACGTACGCGGAATACTTCGAAATGTCCGTTCGGTTGGCAG
AAGCTaTGAAACGATATGGGCTGAATACAAATCACAGAATCGTCGTATQC
AGTGAAAACTCTCTTCAATTCTTTATGCCGGTGTTGGGCGCGTTATTTAT
CGGAGTTGCAGTTGCGCCCGCGAACGACATTTATAATGAACGTGAATTGC
TCAACAGTATGAACATTTCGCAGCCTACCGTAGTGTTtGTTTCCAAAAAG
GGGTTGCAAAAAATTTTGAACGTGCAAAAAAAATTACCAATAATCCAGAA
AATTATTATCATGGATtctAAAACGGATTACCAGGGATTTCAGTCGATGT
ACACGTTCGTCACATCTCATCTACCTCCCGGTTTTAATGAATACGATTTT
GTACCAGAGTCCTTTGATCGTGACAAAACAATTGCACTGATAATGAACTC
CTCTGGATCTACTGGGTTACCTAAGGGTGTGGCCCTTCCGCATAGAACTG
CCTGCGTCAGATTCTCGCATGCCAGAGATCCTATTTTTGGCAATCAAATC
ATTCCGGATACTGCGATTTTAAGTGTTGTTCCATTCCATCACGGTTTTGG
AATGTTTACTACACTCGGATATTTGATATGTGGATTTCGAGTCGTCTTAA
TGTATAGATTTGAAGAAGAGCTGTTTTTACGATCCCTTCAGGATTACAAA
ATTCAAAGTGCGTTGCTAGTACCAACCCTATTTTCATTCTTCGCCAAAAG
CACTCTGATTGACAAATACGATTTATCTAATTTACACGAAATTGCTTCTG
GGGGCGCACCTCTTTCGAAAGAAGTCGGGGAAGCGGTTGCAAAACGCTTC
CATCTTCCAGGGATACGACAAGGATATGGGCTCACTGAGACTACATCAGC
TATTCTGATTACACCCGAGGGGGATGATAAACCGGGCGCYgGTCGGTAAAG
TTGTTCCATTTTTTGAAGCGAAGGTTGTGGATCTGGATACCGGGAAAACG
CTGGGCGTTAATCAGAGAGGCGAATTATGTGTCAGAGGACCTATGATEAT
GTCCGGTTATGTAAACAATCCGgAAGCGACCAACGCCTTGATTGACAAGG
ATGGATGGCTACATTCTGGAGACATAGCTTACTGGGACGAAGACGAACAC



TTCTTCATAGTTGACCGCTTGAAGTCTTTAATTAAATACAAAGGATACCA
GGTGGCCCCCGCTGAATTGGAGTCGATATTGTTACAACACCCCAACATCT
TCGACGCGGGCGTGGCAGGTCTTCCCGACGATGACGCCGGTGAACTTCCC
GCCGCCGTTGTTGTTTTGGAGCACGGAAAGACGATGACGGAAAAAGAGAT
CGTGGATTACGTCGCCAGTCAAGTAACAACCGCCAAAAAGTTGCGCGGAG
GAGTTGTGTTTGTGGACGAAGTACCGAAAGGTCTTACCGGAAAACTCGAC
GCAAGAAAAALCAGAGAGATCCTCATAAAGGCCAAGAAGGGCGGAAAGTC
CAAATTGTAATGACTCTAGAGGCATCAAATAAAACGAAAGGCTCAGTCGA
AAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCCTG
AGTAGGACAAATCCGCCGCCCTAGACCTAGGGGATATATTCCGCTTCCTC
GCTCACTGACTCGCTACGCTCGGTCGTTCGACTGCGGCGAGCGGAAATGG
CTTACGAACGGGGCGGAGATTTCCTGGAAGATGCCAGGAAGATACTTAAC
AGGGAAGTGAGAGGGCCGCGGCAAAGCCGTTTTTCCATAGGCTCCGCCCC
CCTGACAAGCATCACGAAATCTGACGCTCAAATCAGTGGTGGCGAAACCC
GACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGCGGCTCCCTCGTGC
GCTCTCCTGTTCCTGCCTTTCGGTTTACCGGTGTCATTCCGCTGTTATGG
CCGCGTTTGTCTCATTCCACGCCTGACACTCAGTTCCGGGTAGGCAGTTC
GCTCCAAGCTGGACTGTATGCACGAACCCCCCGTTCAGTCCGACCGCTGC
GCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGAAAGACATGCAAA
AGCACCACTGGCAGCAGCCACTGGTAATTGATTTAGAGGAGTTAGTCTTG
AAGTCATGCGCCGGTTAAGGCTAAACTGAAAGGACAAGTTTTGGTGACTG
CGCTCCTCCAAGCCAGTTACCTCGGTTCAAAGAGTTGGTAGCTCAGAGAA
CCTTCGAAAAACCGCCCTGCAAGGCGGTTTTTTCGTTTTCAGAGCAAGAG
ATTACGCGCAGACCAAAACGATCTCAAGAAGATCATCTTATTAATCAGAT
AAAATATTTCTAGATTTCAGTGCAATTTATCTCTTCAAATGTAGCACCTG
AAGTCAGCCCCATACGATATAAGTTGTTACTAGTGCTTGGATTCTCACCA
ATAAAAAACGCCCGGCGGCAACCGAGCGTTCTGAACAAATCCAGATGGAG
TTCTGAGGTCATTACTGGATCTATCAACAGGAGTCCAAGCGAGCTCGATA
TCAAATTACGCCCCGCCCTGCCACTCATCGCAGTACTGTTGTAATTCATT
AAGCATTCTGCCGACATGGAAGCCATCACAGACGGCATGATGAACCTGAA
TCGCCAGCGGCATCAGCACCTTGTCGCCTTGCGTATAATATTTGCCCATG
GTGAAAACGGGGGCGAAGAAGTTGTCCATATTGGCCACGTTTAAATCAAA
ACTGGTGAAACTCACCCAGGGATTGGCTGAGACGAAAAACATATTCTCAA
TAAACCCTTTAGGGAAATAGGCCAGGTTTTCACCGTAACACGCCACATCT
TGCGAATATATGTGTAGAAACTGCCGGAAATCGTCGTGGTATTCACTCCA
GAGCGATGAAAACGTTTCAGTTTGCTCATGGAAAACGGTGTAACAAGGGT
GAACACTATCCCATATCACCAGCTCACCGTCTTTCATTGCCATACGGAAT
TCCGGATGAGCATTCATCAGGCGGGCAAGAATGTGAATAAAGGCCGGATA
AAACTTGTGCTTATTTTTCTTTACGGTCTTTAAAAAGGCCGTAATATCCA
GCTGAACGGTCTGGTTATAGGTACATTGAGCAACTGACTGAAATGCCTCA
AAATGTTCTTTACGATGCCATTGGGATATATCAACGGTGGTATATCCAGT
GATTTTTTTCTCCATTTTAGCTTCCTTAGCTCCTGAAAATCTCGATAACT
CAAAAAATACGCCCGGTAGTGATCTTATTTCATTATGGTGAAAGTTGGAA
CCTCTTACGTGCCGATCAACGTCTCATTTTCGCCAGATATCGACGTCTAA
GAAACCATTATTATCATGACATTAACCTATAAAAATAGGCGTATCACGAG
GCCCTTTCGTCTTCAC



