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Vector designation: 

pZA31MCS 

 

 

Genetic Map: 

 

 

 

 

Restriction Map: 

 
6  Bsm FI

24  Bsa BI
102  Acc 65I
102  Ban I
102  Kpn I
108  Apa I
108  Bme 1580I
108  Psp OMI

123  Acc I
123  Hin cII
123  Sal I
132  Cla I
138  Hin dIII

156  Pst I
156  Sfc I
162  Sma I
162  Uth SI
162  Xma I
168  Bam HI
180  Afl III
180  Mlu I

225  Bmr I

297  Avr I I

359  Bsr BI
392  Pfo I

436  Sac I I

597  Age I
618  Gdi I I

762  Nsp I
785  Alw NI

853  Bsp 24I
864  Tsp 45I

921  Hpy AV
923  Bst BI

999  Fal I
1010  Ase I

Ear I  1051
Acu I  1068

Spe I  1099
Eco ICRI  1211

Sac I  1211
Sca I  1252
Tat I  1252

Msc I  1402
Pas I  1435

Pfl MI  1436

Bpm I  1566
Acl I  1581

Ace III  1640
Bsr DI  1655
Bsp EI  1671

Pvu II  1769

Bpu 10I  1894
Msl I  1951
Bsa AI  1976

Aat II  2012
Bsa HI  2012

Zra I  2012
Bsp HI  2034

Bbr 7I  2079
Bbs I  2079

pZA31MCS

2086 bp
Unique Sites

 
 

 

Sequence: 

 
CTCGAGTCCCTATCAGTGATAGAGATTGACATCCCTATCAGTGATAGAGA 

TACTGAGCACATCAGCAGGACGCACTGACCGAATTCATTAAAGAGGAGAA 

AGGTACCGGGCCCCCCCTCGAGGTCGACGGTATCGATAAGCTTGATATCG 

AATTCCTGCAGCCCGGGGGATCCCATGGTACGCGTGCTAGAGGCATCAAA 

TAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGT 

TTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGCCCTAGACCTA 

GGGATATATTCCGCTTCCTCGCTCACTGACTCGCTACGCTCGGTCGTTCG 

ACTGCGGCGAGCGGAAATGGCTTACGAACGGGGCGGAGATTTCCTGGAAG 

ATGCCAGGAAGATACTTAACAGGGAAGTGAGAGGGCCGCGGCAAAGCCGT 

TTTTCCATAGGCTCCGCCCCCCTGACAAGCATCACGAAATCTGACGCTCA 

AATCAGTGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCC 

CCCTGGCGGCTCCCTCGTGCGCTCTCCTGTTCCTGCCTTTCGGTTTACCG 

GTGTCATTCCGCTGTTATGGCCGCGTTTGTCTCATTCCACGCCTGACACT 

CAGTTCCGGGTAGGCAGTTCGCTCCAAGCTGGACTGTATGCACGAACCCC 

CCGTTCAGTCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCC 

AACCCGGAAAGACATGCAAAAGCACCACTGGCAGCAGCCACTGGTAATTG 

ATTTAGAGGAGTTAGTCTTGAAGTCATGCGCCGGTTAAGGCTAAACTGAA 

AGGACAAGTTTTGGTGACTGCGCTCCTCCAAGCCAGTTACCTCGGTTCAA 

AGAGTTGGTAGCTCAGAGAACCTTCGAAAAACCGCCCTGCAAGGCGGTTT 

TTTCGTTTTCAGAGCAAGAGATTACGCGCAGACCAAAACGATCTCAAGAA 

GATCATCTTATTAATCAGATAAAATATTACTAGATTTCAGTGCAATTTAT 

CTCTTCAAATGTAGCACCTGAAGTCAGCCCCATACGATATAAGTTGTTAC 

TAGTGCTTGGATTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTT 

CTGAACAAATCCAGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAG 

GAGTCCAAGCGAGCTCGATATCAAATTACGCCCCGCCCTGCCACTCATCG 

CAGTACTGTTGTAATTCATTAAGCATTCTGCCGACATGGAAGCCATCACA 

GACGGCATGATGAACCTGAATCGCCAGCGGCATCAGCACCTTGTCGCCTT 

GCGTATAATATTTGCCCATGGTGAAAACGGGGGCGAAGAAGTTGTCCATA 



TTGGCCACGTTTAAATCAAAACTGGTGAAACTCACCCAGGGATTGGCTGA 

GACGAAAAACATATTCTCAATAAACCCTTTAGGGAAATAGGCCAGGTTTT 

CACCGTAACACGCCACATCTTGCGAATATATGTGTAGAAACTGCCGGAAA 

TCGTCGTGGTATTCACTCCAGAGCGATGAAAACGTTTCAGTTTGCTCATG 

GAAAACGGTGTAACAAGGGTGAACACTATCCCATATCACCAGCTCACCGT 

CTTTCATTGCCATACGAAATTCCGGATGAGCATTCATCAGGCGGGCAAGA 

ATGTGAATAAAGGCCGGATAAAACTTGTGCTTATTTTTCTTTACGGTCTT 

TAAAAAGGCCGTAATATCCAGCTGAACGGTCTGGTTATAGGTACATTGAG 

CAACTGACTGAAATGCCTCAAAATGTTCTTTACGATGCCATTGGGATATA 

TCAACGGTGGTATATCCAGTGATTTTTTTCTCCATTTTAGCTTCCTTAGC 

TCCTGAAAATCTCGATAACTCAAAAAATACGCCCGGTAGTGATCTTATTT 

CATTATGGTGAAAGTTGGAACCTCTTACGTGCCGATCAACGTCTCATTTT 

CGCCAGATATCGACGTCTAAGAAACCATTATTATCATGACATTAACCTAT 

AAAAATAGGCGTATCACGAGGCCCTTTCGTCTTCAC 

 


