Plasmid data sheet

Vector designation:
pZA31MCS

Genetic Map:

8
108 Bme 15801

132 Cla
Bbs| 2079 138 Hindlll

Bbr7l 2079 156 Pstl
BspHI 2034 156 Srcl

180 Afllll
Bpu 10l 1894 180 Mul

225 Brl

297 Avrll
Puull 1769

359 BsrBl
BspEl 1671 392 Plol
BsrDI 1655
Acelll 1640

Acl 1581
Bpm| 1566

436 Sacll
PZA31MCS

+

2086 bp
Unique Sites 597 Agel
618 Gall
PIMI 1436
Pas| 1435

Mscl 1402

762 Nspl
785 AwNI

853 Bsp24l
864 Tsp 45|
921 Hoy AV
923 BstBl
Spel 1099 999 Fall
Acul 1068 1070 haal
Earl 1051

Tatl 1252

Scal 1252
Sacl 1211

EcolCRI 1211

T T

Sequence:

CTCGAGTCCCTATCAGTGATAGAGATTGACATCCCTATCAGTGATAGAGA
TACTGAGCACATCAGCAGGACGCACTGACCGAATTCATTAAAGAGGAGAA
AGGTACCGGGCCCCCCCTCGAGGTCGACGGTATCGATAAGCTTGATATCG
AATTCCTGCAGCCCGGGGGATCCCATGGTACGCGTGCTAGAGGCATCAAA
TAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGT
TTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGCCCTAGACCTA
GGGATATATTCCGCTTCCTCGCTCACTGACTCGCTACGCTCGGTCGTTCG
ACTGCGGCGAGCGGAAATGGCTTACGAACGGGGCGGAGATTTCCTGGAAG
ATGCCAGGAAGATACTTAACAGGGAAGTGAGAGGGCCGCGGCAAAGCCGT
TTTTCCATAGGCTCCGCCCCCCTGACAAGCATCACGAAATCTGACGCTCA
AATCAGTGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCC
CCCTGGCGGCTCCCTCGTGCGCTCTCCTGTTCCTGCCTTTCGGTTTACCG
GTGTCATTCCGCTGTTATGGCCGCGTTTGTCTCATTCCACGCCTGACACT
CAGTTCCGGGTAGGCAGTTCGCTCCAAGCTGGACTGTATGCACGAACCCC
CCGTTCAGTCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCC
AACCCGGAAAGACATGCAAAAGCACCACTGGCAGCAGCCACTGGTAATTG
ATTTAGAGGAGTTAGTCTTGAAGTCATGCGCCGGTTAAGGCTAAACTGAA
AGGACAAGTTTTGGTGACTGCGCTCCTCCAAGCCAGTTACCTCGGTTCAA
AGAGTTGGTAGCTCAGAGAACCTTCGAAAAACCGCCCTGCAAGGCGGTTT
TTTCGTTTTCAGAGCAAGAGATTACGCGCAGACCAAAACGATCTCAAGAA
GATCATCTTATTAATCAGATAAAATATTACTAGATTTCAGTGCAATTTAT
CTCTTCAAATGTAGCACCTGAAGTCAGCCCCATACGATATAAGTTGTTAC
TAGTGCTTGGATTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTT
CTGAACAAATCCAGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAG
GAGTCCAAGCGAGCTCGATATCAAATTACGCCCCGCCCTGCCACTCATCG
CAGTACTGTTGTAATTCATTAAGCATTCTGCCGACATGGAAGCCATCACA
GACGGCATGATGAACCTGAATCGCCAGCGGCATCAGCACCTTGTCGCCTT
GCGTATAATATTTGCCCATGGTGAAAACGGGGGCGAAGAAGTTGTCCATA



TTGGCCACGTTTAAATCAAAACTGGTGAAACTCACCCAGGGATTGGCTGA
GACGAAAAACATATTCTCAATAAACCCTTTAGGGAAATAGGCCAGGTTTT
CACCGTAACACGCCACATCTTGCGAATATATGTGTAGAAACTGCCGGAAA
TCGTCGTGGTATTCACTCCAGAGCGATGAAAACGTTTCAGTTTGCTCATG
GAAAACGGTGTAACAAGGGTGAACACTATCCCATATCACCAGCTCACCGT
CTTTCATTGCCATACGAAATTCCGGATGAGCATTCATCAGGCGGGCAAGA
ATGTGAATAAAGGCCGGATAAAACTTGTGCTTATTTTTCTTTACGGTCTT
TAAAAAGGCCGTAATATCCAGCTGAACGGTCTGGTTATAGGTACATTGAG
CAACTGACTGAAATGCCTCAAAATGTTCTTTACGATGCCATTGGGATATA
TCAACGGTGGTATATCCAGTGATTTTTTTCTCCATTTTAGCTTCCTTAGC
TCCTGAAAATCTCGATAACTCAAAAAATACGCCCGGTAGTGATCTTATTT
CATTATGGTGAAAGTTGGAACCTCTTACGTGCCGATCAACGTCTCATTTT
CGCCAGATATCGACGTCTAAGAAACCATTATTATCATGACATTAACCTAT
AAAAATAGGCGTATCACGAGGCCCTTTCGTCTTCAC



