Plasmid data sheet

Vector designation:
pZA35luc

Genetic Map:
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Restriction Map:

1 Scil

1 Xho!
97 Acc65l
97 Kpnl

135 Boel
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135 Narl

135 Sfol

249 Psrl

257 BsiWI
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BspHI 3609
Zral 3587
Aatll 3587

Ms!| 3526
Bpu 10l 3469
Puull 3344

BsrDI 3230
Acll 3156

593 BsrGl
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762 Sphl
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PAIMI 3011
Pas| 3010
Mscl 2977

Scal 2827
Sac| 2786
EcolCRI 2786

pZA35luc

+

3661 bp
Unique Sites

Spel 2674

1051 Begl
1051 Begl

Asel 2585
Fall 2574

A
1245 BseYl
1281 PpuMI
1281 Sse86471
1282 Avall
1282 Psp031
Agel 2172 1282 VpaK11Al
Sacll 2011 1379 BsmFl
BsrBl 1934 1405 Hincll
Taqll 1915 1423 Pacl
Avrll 1871 1442 SexAl

Bsp24l 2428
AwNI 2360

Gdill 2193

1510 BspMI
1530 SgrAl

1709 Bpll

1709 Bpll

1716 EcoNI

Sequence:

CTCGAGAAATCATAAAAAATTTATTTGCTTCCCTATACGTGATAGAGTAT
AATGAGTCGAATTGTTAGCGGAGAAGAATTCATTAAAGAGGAGAAAGGTA
CCATGGAAGACGCCAAAAACATAAAGAAAGGCCCGGCGCCATTCTATCCg
CTAGAGGATGGAACCGCTGGAGAGCAACTGCATAAGYCTATGAAGAGATA
CGCCCTGGTTCCTGGAACAATTGCTTTTACAGATGCACATATCGAGGTGA
ACATCACGTACGCGGAATACTTCGAAATGTCCGTTCGGTTGGCAGAAGCT
aTGAAACGATATGGGCTGAATACAAATCACAGAATCGTCGTATgCAGTGA
AAACTCTCTTCAATTCTTTATGCCGGTGTTGGGCGCGTTATTTATCGGAG
TTGCAGTTGCGCCCGCGAACGACATTTATAATGAACGTGAATTGCTCAAC
AGTATGAACATTTCGCAGCCTACCGTAGTGTTtGTTTCCAAAAAGGGGTT
GCAAAAAATTTTGAACGTGCAAAAAAAATTACCAATAATCCAGAAAATTA
TTATCATGGATtctAAAACGGATTACCAGGGATTTCAGTCGATGTACACG
TTCGTCACATCTCATCTACCTCCCGGTTTTAATGAATACGATTTTGTACC
AGAGTCCTTTGATCGTGACAAAACAATTGCACTGATAATGAACTCCTCTG
GATCTACTGGGTTACCTAAGGGTGTGGCCCTTCCGCATAGAACTGCCTGC
GTCAGATTCTCGCATGCCAGAGATCCTATTTTTGGCAATCAAATCATTCC
GGATACTGCGATTTTAAGTGTTGTTCCATTCCATCACGGTTTTGGAATGT
TTACTACACTCGGATATTTGATATGTGGATTTCGAGTCGTCTTAATGTAT
AGATTTGAAGAAGAGCTGTTTTTACGATCCCTTCAGGATTACAAAATTCA
AAGTGCGTTGCTAGTACCAACCCTATTTTCATTCTTCGCCAAAAGCACTC
TGATTGACAAATACGATTTATCTAATTTACACGAAATTGCTTCTGGGGGC
GCACCTCTTTCGAAAGAAGTCGGGGAAGCGGTTGCAAAACGCTTCCATCT
TCCAGGGATACGACAAGGATATGGGCTCACTGAGACTACATCAGCTATTC
TGATTACACCCGAGGGGGATGATAAACCGGGCGCYGTCGGTAAAGTTGTT
CCATTTTTTGAAGCGAAGGTTGTGGATCTGGATACCGGGAAAACGCTGGG
CGTTAATCAGAGAGGCGAATTATGTGTCAGAGGACCTATGATATGTCCG
GTTATGTAAACAATCCGYAAGCGACCAACGCCTTGATTGACAAGGATGGA
TGGCTACATTCTGGAGACATAGCTTACTGGGACGAAGACGAACACTTCTT



CATAGTTGACCGCTTGAAGTCTTTAATTAAATACAAAGGATACCAGGTGG
CCCCCGCTGAATTGGAQTCGATATTGTTACAACACCCCAACATCTTCGAC
GCGGGCGTGGCAGGTCTTCCCGACGATGACGCCGGTGAACTTCCCGCCGC
CGTTGTTGTTTTGGAGCACGGAAAGACGATGACGGAAAAAGAGATCGTGG
ATTACGTCGCCAGTCAAGTAACAACCGCCAAAAAGTTGCGCGGAGGAGTT
GTGTTTGTGGACGAAGTACCGAAAGGTCTTACCGGAAAACTCGACGCAAG
AAAAALCAGAGAGATCCTCATAAAGGCCAAGAAGGGCGGAAAGTCCAAAT
TGTAATGACTCTAGAGGCATCAAATAAAACGAAAGGCTCAGTCGAAAGAC
TGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCCTGAGTAG
GACAAATCCGCCGCCCTAGACCTAGGGGATATATTCCGCTTCCTCGCTCA
CTGACTCGCTACGCTCGGTCGTTCGACTGCGGCGAGCGGAAATGGCTTAC
GAACGGGGCGGAGATTTCCTGGAAGATGCCAGGAAGATACTTAACAGGGA
AGTGAGAGGGCCGCGGCAAAGCCGTTTTTCCATAGGCTCCGCCCCCCTGA
CAAGCATCACGAAATCTGACGCTCAAATCAGTGGTGGCGAAACCCGACAG
GACTATAAAGATACCAGGCGTTTCCCCCTGGCGGCTCCCTCGTGCGCTCT
CCTGTTCCTGCCTTTCGGTTTACCGGTGTCATTCCGCTGTTATGGCCGCG
TTTGTCTCATTCCACGCCTGACACTCAGTTCCGGGTAGGCAGTTCGCTCC
AAGCTGGACTGTATGCACGAACCCCCCGTTCAGTCCGACCGCTGCGCCTT
ATCCGGTAACTATCGTCTTGAGTCCAACCCGGAAAGACATGCAAAAGCAC
CACTGGCAGCAGCCACTGGTAATTGATTTAGAGGAGTTAGTCTTGAAGTC
ATGCGCCGGTTAAGGCTAAACTGAAAGGACAAGTTTTGGTGACTGCGCTC
CTCCAAGCCAGTTACCTCGGTTCAAAGAGTTGGTAGCTCAGAGAACCTTC
GAAAAACCGCCCTGCAAGGCGGTTTTTTCGTTTTCAGAGCAAGAGATTAC
GCGCAGACCAAAACGATCTCAAGAAGATCATCTTATTAATCAGATAAAAT
ATTTCTAGATTTCAGTGCAATTTATCTCTTCAAATGTAGCACCTGAAGTC
AGCCCCATACGATATAAGTTGTTACTAGTGCTTGGATTCTCACCAATAAA
AAACGCCCGGCGGCAACCGAGCGTTCTGAACAAATCCAGATGGAGTTCTG
AGGTCATTACTGGATCTATCAACAGGAGTCCAAGCGAGCTCGATATCAAA
TTACGCCCCGCCCTGCCACTCATCGCAGTACTGTTGTAATTCATTAAGCA
TTCTGCCGACATGGAAGCCATCACAGACGGCATGATGAACCTGAATCGCC
AGCGGCATCAGCACCTTGTCGCCTTGCGTATAATATTTGCCCATGGTGAA
AACGGGGGCGAAGAAGTTGTCCATATTGGCCACGTTTAAATCAAAACTGG
TGAAACTCACCCAGGGATTGGCTGAGACGAAAAACATATTCTCAATAAAC
CCTTTAGGGAAATAGGCCAGGTTTTCACCGTAACACGCCACATCTTGCGA
ATATATGTGTAGAAACTGCCGGAAATCGTCGTGGTATTCACTCCAGAGCG
ATGAAAACGTTTCAGTTTGCTCATGGAAAACGGTGTAACAAGGGTGAACA
CTATCCCATATCACCAGCTCACCGTCTTTCATTGCCATACGGAATTCCGG
ATGAGCATTCATCAGGCGGGCAAGAATGTGAATAAAGGCCGGATAAAACT
TGTGCTTATTTTTCTTTACGGTCTTTAAAAAGGCCGTAATATCCAGCTGA
ACGGTCTGGTTATAGGTACATTGAGCAACTGACTGAAATGCCTCAAAATG
TTCTTTACGATGCCATTGGGATATATCAACGGTGGTATATCCAGTGATTT
TTTTCTCCATTTTAGCTTCCTTAGCTCCTGAAAATCTCGATAACTCAAAA
AATACGCCCGGTAGTGATCTTATTTCATTATGGTGAAAGTTGGAACCTCT
TACGTGCCGATCAACGTCTCATTTTCGCCAGATATCGACGTCTAAGAAAC
CATTATTATCATGACATTAACCTATAAAAATAGGCGTATCACGAGGCCCT
TTCGTCTTCAC



