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Vector designation: 

pZA35luc 

 

 

Genetic Map: 

 

 

 

 

Restriction Map: 

 

1  Sci I
1  Xho I

97  Acc 65I
97  Kpn I

135  Bbe I
135  Hae I I
135  Kas I
135  Lpn I
135  Nar I
135  Sfo I

249  Psr I
257  Bsi WI

344  Bts I
426  Psi I

593  Bsr GI
596  Afl III

710  Bst EII
715  Bsu 36I
735  Alf I
762  Sph I
831  Xcm I
878  Hae IV
910  Sap I

1051  Bcg I
1051  Bcg I

1245  Bse YI
1281  Ppu MI
1281  Sse 8647I
1282  Ava I I
1282  Psp 03I
1282  Vpa K11AI

1379  Bsm FI
1405  Hin cII

1423  Pac I
1442  Sex AI

1510  Bsp MI
1530  Sgr AI

1709  Bpl I
1709  Bpl I
1716  Eco NI

Avr II  1871
Taq II  1915

Bsr BI  1934
Sac II  2011

Age I  2172
Gdi II  2193

Alw NI  2360

Bsp 24I  2428

Fal I  2574
Ase I  2585

Spe I  2674

Eco ICRI  2786
Sac I  2786
Sca I  2827

Msc I  2977
Pas I  3010
Pfl MI  3011

Acl I  3156
Bsr DI  3230

Pvu II  3344

Bpu 10I  3469
Msl I  3526

Aat II  3587
Zra I  3587

Bsp HI  3609

pZA35luc

3661 bp
Unique Sites

 
 

 

Sequence: 

 
CTCGAGAAATCATAAAAAATTTATTTGCTTCCCTATACGTGATAGAGTAT 

AATGAGTCGAATTGTTAGCGGAGAAGAATTCATTAAAGAGGAGAAAGGTA 
CCATGGAAGACGCCAAAAACATAAAGAAAGGCCCGGCGCCATTCTATCCg 

CTAGAGGATGGAACCGCTGGAGAGCAACTGcATAAGgCTATGAAGAGATA 
CGCCCTGGTTCCTGGAACAATTGCTTTTACAGATGCACATATCGAGGTGA 

ACATCACGTACGCGGAATACTTCGAAATGTCCGTTCGGTTGGCAGAAGCT 
aTGAAACGATATGGGCTGAATACAAATCACAGAATCGTCGTATgCAGTGA 

AAACTCTCTTCAATTCTTTATGCCGGTGTTGGGCGCGTTATTTATCGGAG 
TTGCAGTTGCGCCCGCGAACGACATTTATAATGAACGTGAATTGCTCAAC 

AGTATGAACATTTCGCAGCCTAcCGTAGTGTTtGTTTCCAAAAAGGGGTT 
GCAAAAAATTTTGAACGTGCAAAAAAAATTACCAATAATCCAGAAAATTA 
TTATCATGGATtctAAAACGGATTACCAGGGATTTCAGTCGATGTACACG 

TTCGTCACATCTCATCTACCTCCCGGTTTTAATGAATACGATTTTGTACC 
AGAGTCCTTTGATCGTGACAAAACAATTGCACTGATAATGAAcTCCTCTG 

GATCTACTGGGTTACCTAAGGGTGTGGCCCTTCCGCATAGAACTGCCTGC 
GTCAGATTCTCGCATGCCAGAGATCCTATTTTTGGCAATCAAATCATTCC 

GGATACTGCGATTTTAAGTGTTGTTCCATTCCATCACGGTTTTGGAATGT 
TTACTACACTCGGATATTTGATATGTGGATTTCGAGTCGTCTTAATGTAT 

AGATTTGAAGAAGAGCTGTTTTTACGATCCCTTCAGGATTACAAAATTCA 
AAGTGCGTTGCTAGTACCAACCCTATTTTCATTCTTCGCCAAAAGCACTC 
TGATTGACAAATACGATTTATCTAATTTACACGAAATTGCTTCTGGGGGC 

GCACCTCTTTCGAAAGAAGTCGGGGAAGCGGTTGCAAAACGCTTCCATCT 
TCCAGGGATACGACAAGGATATGGGCTCACTGAGACTACATCAGCTATTC 

TGATTACACCCGAGGGGGATGATAAACCGGGCGCgGTCGGTAAAGTTGTT 
CCATTTTTTGAAGCGAAGGTTGTGGATCTGGATACCGGGAAAACGCTGGG 

CGTTAATCAGAGAGGCGAATTATGTGTCAGAGGACCTATGATtATGTCCG 
GTTATGTAAACAATCCGgAAGCGACCAACGCCTTGATTGACAAGGATGGA 

TGGCTACATTCTGGAGACATAGCTTACTGGGACGAAGACGAACACTTCTT 



CATAGTTGACCGCTTGAAGTCTTTAATTAAATACAAAGGATAcCAGGTGG 

CCCCCGCTGAATTGGAgTCGATATTGTTACAACACCCCAACATCTTCGAC 
GCGGGCGTGGCAGGTCTTCCCGACGATGACGCCGGTGAACTTCCCGCCGC 

CGTTGTTGTTTTGGAGCACGGAAAGACGATGACGGAAAAAGAGATCGTGG 
ATTACGTCGCCAGTCAAGTAACAACCGCCAAAAAGTTGCGCGGAGGAGTT 
GTGTTTGTGGACGAAGTACCGAAAGGTCTTACCGGAAAACTCGACGCAAG 

AAAAAtcAGAGAGATCCTCATAAAGGCCAAGAAGGGCGGAAAGTCCAAAT 
TGTAATGACTCTAGAGGCATCAAATAAAACGAAAGGCTCAGTCGAAAGAC 

TGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCCTGAGTAG 
GACAAATCCGCCGCCCTAGACCTAGGGGATATATTCCGCTTCCTCGCTCA 

CTGACTCGCTACGCTCGGTCGTTCGACTGCGGCGAGCGGAAATGGCTTAC 
GAACGGGGCGGAGATTTCCTGGAAGATGCCAGGAAGATACTTAACAGGGA 

AGTGAGAGGGCCGCGGCAAAGCCGTTTTTCCATAGGCTCCGCCCCCCTGA 
CAAGCATCACGAAATCTGACGCTCAAATCAGTGGTGGCGAAACCCGACAG 
GACTATAAAGATACCAGGCGTTTCCCCCTGGCGGCTCCCTCGTGCGCTCT 

CCTGTTCCTGCCTTTCGGTTTACCGGTGTCATTCCGCTGTTATGGCCGCG 
TTTGTCTCATTCCACGCCTGACACTCAGTTCCGGGTAGGCAGTTCGCTCC 

AAGCTGGACTGTATGCACGAACCCCCCGTTCAGTCCGACCGCTGCGCCTT 
ATCCGGTAACTATCGTCTTGAGTCCAACCCGGAAAGACATGCAAAAGCAC 

CACTGGCAGCAGCCACTGGTAATTGATTTAGAGGAGTTAGTCTTGAAGTC 
ATGCGCCGGTTAAGGCTAAACTGAAAGGACAAGTTTTGGTGACTGCGCTC 

CTCCAAGCCAGTTACCTCGGTTCAAAGAGTTGGTAGCTCAGAGAACCTTC 
GAAAAACCGCCCTGCAAGGCGGTTTTTTCGTTTTCAGAGCAAGAGATTAC 
GCGCAGACCAAAACGATCTCAAGAAGATCATCTTATTAATCAGATAAAAT 

ATTTCTAGATTTCAGTGCAATTTATCTCTTCAAATGTAGCACCTGAAGTC 
AGCCCCATACGATATAAGTTGTTACTAGTGCTTGGATTCTCACCAATAAA 

AAACGCCCGGCGGCAACCGAGCGTTCTGAACAAATCCAGATGGAGTTCTG 
AGGTCATTACTGGATCTATCAACAGGAGTCCAAGCGAGCTCGATATCAAA 

TTACGCCCCGCCCTGCCACTCATCGCAGTACTGTTGTAATTCATTAAGCA 
TTCTGCCGACATGGAAGCCATCACAGACGGCATGATGAACCTGAATCGCC 

AGCGGCATCAGCACCTTGTCGCCTTGCGTATAATATTTGCCCATGGTGAA 
AACGGGGGCGAAGAAGTTGTCCATATTGGCCACGTTTAAATCAAAACTGG 

TGAAACTCACCCAGGGATTGGCTGAGACGAAAAACATATTCTCAATAAAC 
CCTTTAGGGAAATAGGCCAGGTTTTCACCGTAACACGCCACATCTTGCGA 
ATATATGTGTAGAAACTGCCGGAAATCGTCGTGGTATTCACTCCAGAGCG 

ATGAAAACGTTTCAGTTTGCTCATGGAAAACGGTGTAACAAGGGTGAACA 
CTATCCCATATCACCAGCTCACCGTCTTTCATTGCCATACGGAATTCCGG 

ATGAGCATTCATCAGGCGGGCAAGAATGTGAATAAAGGCCGGATAAAACT 
TGTGCTTATTTTTCTTTACGGTCTTTAAAAAGGCCGTAATATCCAGCTGA 

ACGGTCTGGTTATAGGTACATTGAGCAACTGACTGAAATGCCTCAAAATG 
TTCTTTACGATGCCATTGGGATATATCAACGGTGGTATATCCAGTGATTT 

TTTTCTCCATTTTAGCTTCCTTAGCTCCTGAAAATCTCGATAACTCAAAA 
AATACGCCCGGTAGTGATCTTATTTCATTATGGTGAAAGTTGGAACCTCT 
TACGTGCCGATCAACGTCTCATTTTCGCCAGATATCGACGTCTAAGAAAC 

CATTATTATCATGACATTAACCTATAAAAATAGGCGTATCACGAGGCCCT 
TTCGTCTTCAC 

 


