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Vector designation: 

pZE13luc 

 

 

Genetic Map: 

 

 

 

 

Restriction Map: 

 

1  Sci I
1  Xho I

90  Eco RI
111  Acc 65I
111  Kpn I
115  Btg I
115  Nco I

149  Bbe I
149  Kas I
149  Nar I
149  Sfo I

224  Pfo I
263  Psr I
269  Bsa AI
271  Bsi WI

440  Psi I

607  Bsr GI
724  Bst EII
729  Bsu 36I
749  Alf I
776  Sph I

845  Xcm I

924  Sap I

1295  Ppu MI
1295  Sse 8647I

1393  Bsm FI
1437  Pac I

1456  Sex AI
1524  Bsp MI

1544  Sgr AI
1723  Bpl I
1723  Bpl I
1730  Eco NI

1774  Xba I
1885  Avr I I

Pci I  1974
Drd I  2076

Alw NI  2385

Spe I  2699

Eco ICRI  2811
Sac I  2811

Ahd I  2903

Bsa I  2975
Bgl I  3022
Ase I  3079
Fsp I  3128

Cst MI  3261
Pvu I  3275
Eae I  3296
Gdi II  3296

Sca I  3386
Dra I  3483
Xmn I  3503

Ssp I  3710
Aat II  3826
Zra I  3826

pZE13luc 

3900 bp
Unique Sites

 
 

 

Sequence: 

 
CTCGAGAAATTTATCAAAAAGAGTGTTGACTTGTGAGCGGATAACAATGA 

TACTTAGATTCAATTGTGAGCGGATAACAATTTCACACAGAATTCATTAA 

AGAGGAGAAAGGTACCATGGAAGACGCCAAAAACATAAAGAAAGGCCCGG 

CGCCATTCTATCCGCTAGAGGATGGAACCGCTGGAGAGCAACTGCATAAG 

GCTATGAAGAGATACGCCCTGGTTCCTGGAACAATTGCTTTTACAGATGC 

ACATATCGAGGTGAACATCACGTACGCGGAATACTTCGAAATGTCCGTTC 

GGTTGGCAGAAGCTATGAAACGATATGGGCTGAATACAAATCACAGAATC 

GTCGTATGCAGTGAAAACTCTCTTCAATTCTTTATGCCGGTGTTGGGCGC 

GTTATTTATCGGAGTTGCAGTTGCGCCCGCGAACGACATTTATAATGAAC 

GTGAATTGCTCAACAGTATGAACATTTCGCAGCCTACCGTAGTGTTTGTT 

TCCAAAAAGGGGTTGCAAAAAATTTTGAACGTGCAAAAAAAATTACCAAT 

AATCCAGAAAATTATTATCATGGATTCTAAAACGGATTACCAGGGATTTC 

AGTCGATGTACACGTTCGTCACATCTCATCTACCTCCCGGTTTTAATGAA 

TACGATTTTGTACCAGAGTCCTTTGATCGTGACAAAACAATTGCACTGAT 

AATGAACTCCTCTGGATCTACTGGGTTACCTAAGGGTGTGGCCCTTCCGC 

ATAGAACTGCCTGCGTCAGATTCTCGCATGCCAGAGATCCTATTTTTGGC 

AATCAAATCATTCCGGATACTGCGATTTTAAGTGTTGTTCCATTCCATCA 

CGGTTTTGGAATGTTTACTACACTCGGATATTTGATATGTGGATTTCGAG 

TCGTCTTAATGTATAGATTTGAAGAAGAGCTGTTTTTACGATCCCTTCAG 

GATTACAAAATTCAAAGTGCGTTGCTAGTACCAACCCTATTTTCATTCTT 

CGCCAAAAGCACTCTGATTGACAAATACGATTTATCTAATTTACACGAAA 

TTGCTTCTGGGGGCGCACCTCTTTCGAAAGAAGTCGGGGAAGCGGTTGCA 

AAACGCTTCCATCTTCCAGGGATACGACAAGGATATGGGCTCACTGAGAC 

TACATCAGCTATTCTGATTACACCCGAGGGGGATGATAAACCGGGCGCGG 

TCGGTAAAGTTGTTCCATTTTTTGAAGCGAAGGTTGTGGATCTGGATACC 

GGGAAAACGCTGGGCGTTAATCAGAGAGGCGAATTATGTGTCAGAGGACC 

TATGATTATGTCCGGTTATGTAAACAATCCGGAAGCGACCAACGCCTTGA 

TTGACAAGGATGGATGGCTACATTCTGGAGACATAGCTTACTGGGACGAA 



GACGAACACTTCTTCATAGTTGACCGCTTGAAGTCTTTAATTAAATACAA 

AGGATACCAGGTGGCCCCCGCTGAATTGGAGTCGATATTGTTACAACACC 

CCAACATCTTCGACGCGGGCGTGGCAGGTCTTCCCGACGATGACGCCGGT 

GAACTTCCCGCCGCCGTTGTTGTTTTGGAGCACGGAAAGACGATGACGGA 

AAAAGAGATCGTGGATTACGTCGCCAGTCAAGTAACAACCGCCAAAAAGT 

TGCGCGGAGGAGTTGTGTTTGTGGACGAAGTACCGAAAGGTCTTACCGGA 

AAACTCGACGCAAGAAAAATCAGAGAGATCCTCATAAAGGCCAAGAAGGG 

CGGAAAGTCCAAATTGTAATGACTCTAGAGGCATCAAATAAAACGAAAGG 

CTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAAC 

GCTCTCCTGAGTAGGACAAATCCGCCGCCCTAGACCTAGGCGTTCGGCTG 

CGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGA 

ATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGG 

CCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGC 

CCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAA 

CCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCG 

TGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTT 

CTCCCTTCGGGAAGCGTGGCGCTTTCTCAATGCTCACGCTGTAGGTATCT 

CAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCC 

CCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCC 

AACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAG 

GATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGT 

GGCCTAACTACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTG 

CTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAA 

ACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTA 

CGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGG 

TCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAC 

TAGTGCTTGGATTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTT 

CTGAACAAATCCAGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAG 

GAGTCCAAGCGAGCTCGTAAACTTGGTCTGACAGTTACCAATGCTTAATC 

AGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGC 

CTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTG 

GCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGAT 

TTATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCC 

TGCAACTTTATCCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTA 

GAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCT 

ACAGGCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTC 

CGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAA 

AAGCGGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCC 

GCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGT 

CATGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGT 

CATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCA 

ATACGGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCAT 

TGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGA 

GATCCAGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCT 

TTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGC 

CGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCT 

TCCTTTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGC 

GGATACATATTTGAATGTATTTAGAAAAATAAACAAATAGGGGTTCCGCG 

CACATTTCCCCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCA 

TGACATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTTCAC 

 


