Plasmid data sheet

Vector designation:
pPZE21luc

Genetic Map:

Aatll Xhol

PLteto-1
EcoRI

Kn®
~Kpnl
pZE21luc luciferase
Sacl
Xbal
SPEIUAWII
colEl
Restriction Map:
1 Scil
1 Xho!
Zra| 3758 81 EcoRl

Aatll 3758 102 Acc65|
Bgll 3652 102 Kpnl
Bcll 3647 215 Pfol
Eagl 3582 254 Psrl
Pstl 3439 262 BsiWI
Msc| 3408 349 Bts|
Fspl 3388
Tth1111 3370 o pel

598 BsrGl
598 Tatl

715 BstEll
720 Bsu36l
740 Alfl

BsrDI 3262

Fall 3166
BssHII 3091
Msl1 3051
NgoMIV 2988
Nae| 2988
Rsrll 2972

pZE21luc

+

3832 bp
Unique Sites

Sacl| 2802
EcolICRI 2802

Spel 2690
Ppil 2656

1056 Begl
1056 Begl

1286 PpuMI
1286 Sse 86471
N 1410 Hinell

1428 Pacl

1447 SexAl
1535 SgrAl
) 1721 EcoNI
Poil 1965 1765 Xba!

1876 Avrll

AwNI 2376
Apall 2279

\
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Sequence:

CTCGAGTCCCTATCAGTGATAGAGATTGACATCCCTATCAGTGATAGAGA
TACTGAGCACATCAGCAGGACGCACTGACCGAATTCATTAAAGAGGAGAA
AGGTACCATGGAAGACGCCAAAAACATAAAGAAAGGCCCGGCGCCATTCT
ATCCgCTAGAGGATGGAACCGCTGGAGAGCAACTGCATAAGYCTATGAAG
AGATACGCCCTGGTTCCTGGAACAATTGCTTTTACAGATGCACATATCGA
GGTGAACATCACGTACGCGGAATACTTCGAAATGTCCGTTCGGTTGGCAG
AAGCTaTGAAACGATATGGGCTGAATACAAATCACAGAATCGTCGTATQC
AGTGAAAACTCTCTTCAATTCTTTATGCCGGTGTTGGGCGCGTTATTTAT
CGGAGTTGCAGTTGCGCCCGCGAACGACATTTATAATGAACGTGAATTGC
TCAACAGTATGAACATTTCGCAGCCTACCGTAGTGTTtGTTTCCAAAAAG
GGGTTGCAAAAAATTTTGAACGTGCAAAAAAAATTACCAATAATCCAGAA
AATTATTATCATGGATtctAAAACGGATTACCAGGGATTTCAGTCGATGT
ACACGTTCGTCACATCTCATCTACCTCCCGGTTTTAATGAATACGATTTT
GTACCAGAGTCCTTTGATCGTGACAAAACAATTGCACTGATAATGAACTC
CTCTGGATCTACTGGGTTACCTAAGGGTGTGGCCCTTCCGCATAGAACTG
CCTGCGTCAGATTCTCGCATGCCAGAGATCCTATTTTTGGCAATCAAATC
ATTCCGGATACTGCGATTTTAAGTGTTGTTCCATTCCATCACGGTTTTGG
AATGTTTACTACACTCGGATATTTGATATGTGGATTTCGAGTCGTCTTAA
TGTATAGATTTGAAGAAGAGCTGTTTTTACGATCCCTTCAGGATTACAAA
ATTCAAAGTGCGTTGCTAGTACCAACCCTATTTTCATTCTTCGCCAAAAG
CACTCTGATTGACAAATACGATTTATCTAATTTACACGAAATTGCTTCTG
GGGGCGCACCTCTTTCGAAAGAAGTCGGGGAAGCGGTTGCAAAACGCTTC
CATCTTCCAGGGATACGACAAGGATATGGGCTCACTGAGACTACATCAGC
TATTCTGATTACACCCGAGGGGGATGATAAACCGGGCGCgGTCGGTAAAG
TTGTTCCATTTTTTGAAGCGAAGGTTGTGGATCTGGATACCGGGAAAACG
CTGGGCGTTAATCAGAGAGGCGAATTATGTGTCAGAGGACCTATGATEAT
GTCCGGTTATGTAAACAATCCGYgAAGCGACCAACGCCTTGATTGACAAGG
ATGGATGGCTACATTCTGGAGACATAGCTTACTGGGACGAAGACGAACAC



TTCTTCATAGTTGACCGCTTGAAGTCTTTAATTAAATACAAAGGATACCA
GGTGGCCCCCGCTGAATTGGAGTCGATATTGTTACAACACCCCAACATCT
TCGACGCGGGCGTGGCAGGTCTTCCCGACGATGACGCCGGTGAACTTCCC
GCCGCCGTTGTTGTTTTGGAGCACGGAAAGACGATGACGGAAAAAGAGAT
CGTGGATTACGTCGCCAGTCAAGTAACAACCGCCAAAAAGTTGCGCGGAG
GAGTTGTGTTTGTGGACGAAGTACCGAAAGGTCTTACCGGAAAACTCGAC
GCAAGAAAAALCAGAGAGATCCTCATAAAGGCCAAGAAGGGCGGAAAGTC
CAAATTGTAATGACTCTAGAGGCATCAAATAAAACGAAAGGCTCAGTCGA
AAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCCTG
AGTAGGACAAATCCGCCGCCCTAGACCTAGGCGTTCGGCTGCGGCGAGCG
GTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGA
TAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACC
GTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGAC
GAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGG
ACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTC
CTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCG
GGAAGCGTGGCGCTTTCTCAATGCTCACGCTGTAGGTATCTCAGTTCGGT
GTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGC
CCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTA
AGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAG
AGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACT
ACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCA
GTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCAC
CGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAA
AAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCT
CAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGACTAGTGCTTG
GATTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTTCTGAACAAA
TCCAGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAGGAGTCCAAG
CGAGCTCTCGAACCCCAGAGTCCCGCTCAGAAGAACTCGTCAAGAAGGCG
ATAGAAGGCGATGCGCTGCGAATCGGGAGCGGCGATACCGTAAAGCACGA
GGAAGCGGTCAGCCCATTCGCCGCCAAGCTCTTCAGCAATATCACGGGTA
GCCAACGCTATGTCCTGATAGCGGTCCGCCACACCCAGCCGGCCACAGTC
GATGAATCCAGAAAAGCGGCCATTTTCCACCATGATATTCGGCAAGCAGG
CATCGCCATGGGTCACGACGAGATCCTCGCCGTCGGGCATGCGCGCCTTG
AGCCTGGCGAACAGTTCGGCTGGCGCGAGCCCCTGATGCTCTTCGTCCAG
ATCATCCTGATCGACAAGACCGGCTTCCATCCGAGTACGTGCTCGCTCGA
TGCGATGTTTCGCTTGGTGGTCGAATGGGCAGGTAGCCGGATCAAGCGTA
TGCAGCCGCCGCATTGCATCAGCCATGATGGATACTTTCTCGGCAGGAGC
AAGGTGAGATGACAGGAGATCCTGCCCCGGCACTTCGCCCAATAGCAGCC
AGTCCCTTCCCGCTTCAGTGACAACGTCGAGCACAGCTGCGCAAGGAACG
CCCGTCGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTGCAGTTCATT
CAGGGCACCGGACAGGTCGGTCTTGACAAAAAGAACCGGGCGCCCCTGCG
CTGACAGCCGGAACACGGCGGCATCAGAGCAGCCGATTGTCTGTTGTGCC
CAGTCATAGCCGAATAGCCTCTCCACCCAAGCGGCCGGAGAACCTGCGTG
CAATCCATCTTGTTCAATCATGCGAAACGATCCTCATCCTGTCTCTTGAT
CAGATCTTGATCCCCTGCGCCATCAGATCCTTGGCGGCAAGAAAGCCATC
CAGTTTACTTTGCAGGGCTTCCCAACCTTACCAGAGGGCGCCCCAGCTGG
CAATTCCGACGTCTAAGAAACCATTATTATCATGACATTAACCTATAAAA
ATAGGCGTATCACGAGGCCCTTTCGTCTTCAC



