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Vector designation: 

pZE23MCS 

 

 

Genetic Map: 

 

 

 

 

Restriction Map: 

 

61  Mfe I •
102  Bse RI
111  Acc 65I
111  Kpn I
117  Apa I
117  Psp OMI

132  Acc I
132  Sal I
141  Cla I
147  Hin dIII
153  Eco RV

171  Sma I
171  Uth SI
171  Xma I
177  Bam HI
189  Mlu I

306  Avr I I
336  Ace III

396  Pci I

710  Apa LI

807  Alw NI

1087  Ppi I
1121  Spe I •

Eco ICRI  1233
Sac I  1233

Bpl I  1249
Bpl I  1249

Rsr II  1403
Ava II  1404

Psp 03I  1404
Vpa K11AI  1404

Nae I  1419
Ngo MIV  1419
Msl I  1482

Sph I  1518
Bss HII  1522

Fal I  1597
Bsa AI  1617

Bsr DI  1693

Hae IV  1742

Tth 111I  1801
Fsp I  1819
Msc I  1839

Taq II  1898

Eag I  2013
Bsm AI  2072

Bcl I  2078
Bgl II  2083
Xcm I  2101

Aat II  2189
Zra I  2189

Bbr 7I  2256
Bbs I  2256

pZE23 MCS

2263 bp
Unique Sites

 
 

 

Sequence: 

 
CTCGAGAAATTTATCAAAAAGAGTGTTGACTTGTGAGCGGATAACAATGA 

TACTTAGATTCAATTGTGAGCGGATAACAATTTCACACAGAATTCATTAA 

AGAGGAGAAAGGTACCGGGCCCCCCCTCGAGGTCGACGGTATCGATAAGC 

TTGATATCGAATTCCTGCAGCCCGGGGGATCCCATGGTACGCGTGCTAGA 

GGCATCAAATAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTT 

ATCTGTTGTTTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGCC 

CTAGACCTAGGGCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGG 

CGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATG 

TGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCT 

GGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGAC 

GCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCG 

TTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCT 

TACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTC 

AATGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAG 

CTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATC 

CGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCAC 

TGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGT 

GCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGGAC 

AGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAG 

TTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTT 

TTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGA 

TCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCAC 

GTTAAGGGATTTTGGTCATGACTAGTGCTTGGATTCTCACCAATAAAAAA 

CGCCCGGCGGCAACCGAGCGTTCTGAACAAATCCAGATGGAGTTCTGAGG 

TCATTACTGGATCTATCAACAGGAGTCCAAGCGAGCTCTCGAACCCCAGA 

GTCCCGCTCAGAAGAACTCGTCAAGAAGGCGATAGAAGGCGATGCGCTGC 

GAATCGGGAGCGGCGATACCGTAAAGCACGAGGAAGCGGTCAGCCCATTC 

GCCGCCAAGCTCTTCAGCAATATCACGGGTAGCCAACGCTATGTCCTGAT 



AGCGGTCCGCCACACCCAGCCGGCCACAGTCGATGAATCCAGAAAAGCGG 

CCATTTTCCACCATGATATTCGGCAAGCAGGCATCGCCATGGGTCACGAC 

GAGATCCTCGCCGTCGGGCATGCGCGCCTTGAGCCTGGCGAACAGTTCGG 

CTGGCGCGAGCCCCTGATGCTCTTCGTCCAGATCATCCTGATCGACAAGA 

CCGGCTTCCATCCGAGTACGTGCTCGCTCGATGCGATGTTTCGCTTGGTG 

GTCGAATGGGCAGGTAGCCGGATCAAGCGTATGCAGCCGCCGCATTGCAT 

CAGCCATGATGGATACTTTCTCGGCAGGAGCAAGGTGAGATGACAGGAGA 

TCCTGCCCCGGCACTTCGCCCAATAGCAGCCAGTCCCTTCCCGCTTCAGT 

GACAACGTCGAGCACAGCTGCGCAAGGAACGCCCGTCGTGGCCAGCCACG 

ATAGCCGCGCTGCCTCGTCCTGCAGTTCATTCAGGGCACCGGACAGGTCG 

GTCTTGACAAAAAGAACCGGGCGCCCCTGCGCTGACAGCCGGAACACGGC 

GGCATCAGAGCAGCCGATTGTCTGTTGTGCCCAGTCATAGCCGAATAGCC 

TCTCCACCCAAGCGGCCGGAGAACCTGCGTGCAATCCATCTTGTTCAATC 

ATGCGAAACGATCCTCATCCTGTCTCTTGATCAGATCTTGATCCCCTGCG 

CCATCAGATCCTTGGCGGCAAGAAAGCCATCCAGTTTACTTTGCAGGGCT 

TCCCAACCTTACCAGAGGGCGCCCCAGCTGGCAATTCCGACGTCTAAGAA 

ACCATTATTATCATGACATTAACCTATAAAAATAGGCGTATCACGAGGCC 

CTTTCGTCTTCAC 

 


