Plasmid data sheet

Vector designation:
PZE31luc

Genetic Map:

Aatll  Xhol

PLteto-1

- EcoRlI
cmf
Kpnl
pZE31luc luciferase
Sacl
Xbal
Spel/\/\!\vﬂl
colE1l
Restriction Map:
1 Scil
1 Xhol
24 BsaBl
77 Tagll
81 EcoRI
102 Acc65!
102 Kpnl

Zral 3603 140 Narl
Aatll 3603 140 Sool
Msl1 3542 215 Pfol
Bpu0l 3485
262 BsiWl
Pyull 3360 349 Bis!

431 Psil

BsrDI 3246

Acll 3172

PAIMI 3027

Pas| 3026

Mscl 2993
Eael 2993
Sspl 2948
Scal 2843
Sacl 2802
EcoICRI 2802

598 BsrGl

715 BstEll

720 Bsu36l
\ AIfl
767 Sphl
836 Xom|
883 HaelV
915 Sap|

pZE31luc

+

3677 bp
Unique Sites

Spel 2690
Ppil 2656

1056 Bog|
1056 Begl

1286 PpuMI
1286 Sse86471
1287 Avall
1287 Psp031
1287 VpaK11Al
Drd1 2067 1410 Hincll
Pcil 1965 1428 Pac|
BsrBl 1896 1447 SexAl
Avrll 1876 1515 BspMI
1535 SgrAl

AwNI 2376

Bme 15801 2279
Apall 2279

1714 Bpll

1714 Bpll

1721 EcoNI
1765 Xbal

Sequence:

CTCGAGTCCCTATCAGTGATAGAGATTGACATCCCTATCAGTGATAGAGA
TACTGAGCACATCAGCAGGACGCACTGACCGAATTCATTAAAGAGGAGAA
AGGTACCATGGAAGACGCCAAAAACATAAAGAAAGGCCCGGCGCCATTCT
ATCCgCTAGAGGATGGAACCGCTGGAGAGCAACTGCATAAGYCTATGAAG
AGATACGCCCTGGTTCCTGGAACAATTGCTTTTACAGATGCACATATCGA
GGTGAACATCACGTACGCGGAATACTTCGAAATGTCCGTTCGGTTGGCAG
AAGCTaTGAAACGATATGGGCTGAATACAAATCACAGAATCGTCGTATQC
AGTGAAAACTCTCTTCAATTCTTTATGCCGGTGTTGGGCGCGTTATTTAT
CGGAGTTGCAGTTGCGCCCGCGAACGACATTTATAATGAACGTGAATTGC
TCAACAGTATGAACATTTCGCAGCCTACCGTAGTGTTtGTTTCCAAAAAG
GGGTTGCAAAAAATTTTGAACGTGCAAAAAAAATTACCAATAATCCAGAA
AATTATTATCATGGATtctAAAACGGATTACCAGGGATTTCAGTCGATGT
ACACGTTCGTCACATCTCATCTACCTCCCGGTTTTAATGAATACGATTTT
GTACCAGAGTCCTTTGATCGTGACAAAACAATTGCACTGATAATGAACTC
CTCTGGATCTACTGGGTTACCTAAGGGTGTGGCCCTTCCGCATAGAACTG
CCTGCGTCAGATTCTCGCATGCCAGAGATCCTATTTTTGGCAATCAAATC
ATTCCGGATACTGCGATTTTAAGTGTTGTTCCATTCCATCACGGTTTTGG
AATGTTTACTACACTCGGATATTTGATATGTGGATTTCGAGTCGTCTTAA
TGTATAGATTTGAAGAAGAGCTGTTTTTACGATCCCTTCAGGATTACAAA
ATTCAAAGTGCGTTGCTAGTACCAACCCTATTTTCATTCTTCGCCAAAAG
CACTCTGATTGACAAATACGATTTATCTAATTTACACGAAATTGCTTCTG
GGGGCGCACCTCTTTCGAAAGAAGTCGGGGAAGCGGTTGCAAAACGCTTC
CATCTTCCAGGGATACGACAAGGATATGGGCTCACTGAGACTACATCAGC
TATTCTGATTACACCCGAGGGGGATGATAAACCGGGCGCgGTCGGTAAAG
TTGTTCCATTTTTTGAAGCGAAGGTTGTGGATCTGGATACCGGGAAAACG
CTGGGCGTTAATCAGAGAGGCGAATTATGTGTCAGAGGACCTATGATEAT
GTCCGGTTATGTAAACAATCCGgAAGCGACCAACGCCTTGATTGACAAGG
ATGGATGGCTACATTCTGGAGACATAGCTTACTGGGACGAAGACGAACAC



TTCTTCATAGTTGACCGCTTGAAGTCTTTAATTAAATACAAAGGATACCA
GGTGGCCCCCGCTGAATTGGAGTCGATATTGTTACAACACCCCAACATCT
TCGACGCGGGCGTGGCAGGTCTTCCCGACGATGACGCCGGTGAACTTCCC
GCCGCCGTTGTTGTTTTGGAGCACGGAAAGACGATGACGGAAAAAGAGAT
CGTGGATTACGTCGCCAGTCAAGTAACAACCGCCAAAAAGTTGCGCGGAG
GAGTTGTGTTTGTGGACGAAGTACCGAAAGGTCTTACCGGAAAACTCGAC
GCAAGAAAAALCAGAGAGATCCTCATAAAGGCCAAGAAGGGCGGAAAGTC
CAAATTGTAATGACTCTAGAGGCATCAAATAAAACGAAAGGCTCAGTCGA
AAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCCTG
AGTAGGACAAATCCGCCGCCCTAGACCTAGGCGTTCGGCTGCGGCGAGCG
GTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGA
TAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACC
GTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGAC
GAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGG
ACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTC
CTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCG
GGAAGCGTGGCGCTTTCTCAATGCTCACGCTGTAGGTATCTCAGTTCGGT
GTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGC
CCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTA
AGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAG
AGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACT
ACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCA
GTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCAC
CGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAA
AAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCT
CAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGACTAGTGCTTG
GATTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTTCTGAACAAA
TCCAGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAGGAGTCCAAG
CGAGCTCGATATCAAATTACGCCCCGCCCTGCCACTCATCGCAGTACTGT
TGTAATTCATTAAGCATTCTGCCGACATGGAAGCCATCACAGACGGCATG
ATGAACCTGAATCGCCAGCGGCATCAGCACCTTGTCGCCTTGCGTATAAT
ATTTGCCCATGGTGAAAACGGGGGCGAAGAAGTTGTCCATATTGGCCACG
TTTAAATCAAAACTGGTGAAACTCACCCAGGGATTGGCTGAGACGAAAAA
CATATTCTCAATAAACCCTTTAGGGAAATAGGCCAGGTTTTCACCGTAAC
ACGCCACATCTTGCGAATATATGTGTAGAAACTGCCGGAAATCGTCGTGG
TATTCACTCCAGAGCGATGAAAACGTTTCAGTTTGCTCATGGAAAACGGT
GTAACAAGGGTGAACACTATCCCATATCACCAGCTCACCGTCTTTCATTG
CCATACGAAATTCCGGATGAGCATTCATCAGGCGGGCAAGAATGTGAATA
AAGGCCGGATAAAACTTGTGCTTATTTTTCTTTACGGTCTTTAAAAAGGC
CGTAATATCCAGCTGAACGGTCTGGTTATAGGTACATTGAGCAACTGACT
GAAATGCCTCAAAATGTTCTTTACGATGCCATTGGGATATATCAACGGTG
GTATATCCAGTGATTTTTTTCTCCATTTTAGCTTCCTTAGCTCCTGAAAA
TCTCGATAACTCAAAAAATACGCCCGGTAGTGATCTTATTTCATTATGGT
GAAAGTTGGAACCTCTTACGTGCCGATCAACGTCTCATTTTCGCCAGATA
TCGACGTCTAAGAAACCATTATTATCATGACATTAACCTATAAAAATAGG
CGTATCACGAGGCCCTTTCGTCTTCAC



