Plasmid data sheet

Vector designation:
PZE32luc

Genetic Map:

Aatll Xhol

Pliaco-1
EcoRlI

cmr
Kpnl
pZE32luc luciferase
Sacl
Xbal
SF>EI/\./'\/’wrll
colEl
Restriction Map:
1 Scil
1 Xhol
78 Taqll
82 EcoRI
103 Acc65!
103 Kpnl
141 Bbel
141 Kas|
141 Narl
i 3604 141 S0l
Msl| 3543 216 Pfol

Bpu 101 3486
Puull 3361

BsrDI 3247

Acll 3173
PAIMI 3028
Pas| 3027
Mscl 2994
Eael 2994
Sspl 2949
Scal 2844
Sacl 2803
EcolCRI 2803

599 BsrGl
716 BstEll
721 Bsu36l
741 Alfl
768 Sphl
837 Xem|
884 HaelV
916 Sap!

pZE32luc

+

3678 bp
Unique Sites

Spel 2691
Ppil 2657

1057 Begl
1057 Begl

1287 PpuMI
1287 Sse86471
1288 Avall
1288 Psp03l
1288 VpaK11Al
Drd1 2068 1385 BsmFI
Poil 1966 1411 Hincll
Avrll 1877 1429 Pac|
1448 SexAl
1516 BspMI
1536 SgrAl
1715 Bpil
1715 Bpll
1722 EcoNI
1766 Xbal

AwNI 2377

Bme 15801 2280
Apall 2280

Sequence:

CTCGAGATAAATGTGAGCGGATAACATTGACATTGTGAGCGGATAACAAG
ATACTGAGCACATCAGCAGGACGCACTGACCGAATTCATTAAAGAGGAGA
AAGGTACCATGGAAGACGCCAAAAACATAAAGAAAGGCCCGGCGCCATTC
TATCCgCTAGAGGATGGAACCGCTGGAGAGCAACTGCATAAGYCTATGAA
GAGATACGCCCTGGTTCCTGGAACAATTGCTTTTACAGATGCACATATCG
AGGTGAACATCACGTACGCGGAATACTTCGAAATGTCCGTTCGGTTGGCA
GAAGCTaTGAAACGATATGGGCTGAATACAAATCACAGAATCGTCGTATg
CAGTGAAAACTCTCTTCAATTCTTTATGCCGGTGTTGGGCGCGTTATTTA
TCGGAGTTGCAGTTGCGCCCGCGAACGACATTTATAATGAACGTGAATTG
CTCAACAGTATGAACATTTCGCAGCCTACCGTAGTGTTtGTTTCCAAAAA
GGGGTTGCAAAAAATTTTGAACGTGCAAAAAAAATTACCAATAATCCAGA
AAATTATTATCATGGATtctAAAACGGATTACCAGGGATTTCAGTCGATG
TACACGTTCGTCACATCTCATCTACCTCCCGGTTTTAATGAATACGATTT
TGTACCAGAGTCCTTTGATCGTGACAAAACAATTGCACTGATAATGAACT
CCTCTGGATCTACTGGGTTACCTAAGGGTGTGGCCCTTCCGCATAGAACT
GCCTGCGTCAGATTCTCGCATGCCAGAGATCCTATTTTTGGCAATCAAAT
CATTCCGGATACTGCGATTTTAAGTGTTGTTCCATTCCATCACGGTTTTG
GAATGTTTACTACACTCGGATATTTGATATGTGGATTTCGAGTCGTCTTA
ATGTATAGATTTGAAGAAGAGCTGTTTTTACGATCCCTTCAGGATTACAA
AATTCAAAGTGCGTTGCTAGTACCAACCCTATTTTCATTCTTCGCCAAAA
GCACTCTGATTGACAAATACGATTTATCTAATTTACACGAAATTGCTTCT
GGGGGCGCACCTCTTTCGAAAGAAGTCGGGGAAGCGGTTGCAAAACGCTT
CCATCTTCCAGGGATACGACAAGGATATGGGCTCACTGAGACTACATCAG
CTATTCTGATTACACCCGAGGGGGATGATAAACCGGGCGCgGTCGGTAAA
GTTGTTCCATTTTTTGAAGCGAAGGTTGTGGATCTGGATACCGGGAAAAC
GCTGGGCGTTAATCAGAGAGGCGAATTATGTGTCAGAGGACCTATGATA
TGTCCGGTTATGTAAACAATCCGgAAGCGACCAACGCCTTGATTGACAAG
GATGGATGGCTACATTCTGGAGACATAGCTTACTGGGACGAAGACGAACA



CTTCTTCATAGTTGACCGCTTGAAGTCTTTAATTAAATACAAAGGATACC
AGGTGGCCCCCGCTGAATTGGAgTCGATATTGTTACAACACCCCAACATC
TTCGACGCGGGCGTGGCAGGTCTTCCCGACGATGACGCCGGTGAACTTCC
CGCCGCCGTTGTTGTTTTGGAGCACGGAAAGACGATGACGGAAAAAGAGA
TCGTGGATTACGTCGCCAGTCAAGTAACAACCGCCAAAAAGTTGCGCGGA
GGAGTTGTGTTTGTGGACGAAGTACCGAAAGGTCTTACCGGAAAACTCGA
CGCAAGAAAAALCAGAGAGATCCTCATAAAGGCCAAGAAGGGCGGAAAGT
CCAAATTGTAATGACTCTAGAGGCATCAAATAAAACGAAAGGCTCAGTCG
AAAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCCT
GAGTAGGACAAATCCGCCGCCCTAGACCTAGGCGTTCGGCTGCGGCGAGC
GGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGG
ATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAAC
CGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGA
CGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAG
GACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCT
CCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTC
GGGAAGCGTGGCGCTTTCTCAATGCTCACGCTGTAGGTATCTCAGTTCGG
TGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAG
CCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGT
AAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCA
GAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAAC
TACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCC
AGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCA
CCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGA
AAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGC
TCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGACTAGTGCTT
GGATTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTTCTGAACAA
ATCCAGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAGGAGTCCAA
GCGAGCTCGATATCAAATTACGCCCCGCCCTGCCACTCATCGCAGTACTG
TTGTAATTCATTAAGCATTCTGCCGACATGGAAGCCATCACAGACGGCAT
GATGAACCTGAATCGCCAGCGGCATCAGCACCTTGTCGCCTTGCGTATAA
TATTTGCCCATGGTGAAAACGGGGGCGAAGAAGTTGTCCATATTGGCCAC
GTTTAAATCAAAACTGGTGAAACTCACCCAGGGATTGGCTGAGACGAAAA
ACATATTCTCAATAAACCCTTTAGGGAAATAGGCCAGGTTTTCACCGTAA
CACGCCACATCTTGCGAATATATGTGTAGAAACTGCCGGAAATCGTCGTG
GTATTCACTCCAGAGCGATGAAAACGTTTCAGTTTGCTCATGGAAAACGG
TGTAACAAGGGTGAACACTATCCCATATCACCAGCTCACCGTCTTTCATT
GCCATACGAAATTCCGGATGAGCATTCATCAGGCGGGCAAGAATGTGAAT
AAAGGCCGGATAAAACTTGTGCTTATTTTTCTTTACGGTCTTTAAAAAGG
CCGTAATATCCAGCTGAACGGTCTGGTTATAGGTACATTGAGCAACTGAC
TGAAATGCCTCAAAATGTTCTTTACGATGCCATTGGGATATATCAACGGT
GGTATATCCAGTGATTTTTTTCTCCATTTTAGCTTCCTTAGCTCCTGAAA
ATCTCGATAACTCAAAAAATACGCCCGGTAGTGATCTTATTTCATTATGG
TGAAAGTTGGAACCTCTTACGTGCCGATCAACGTCTCATTTTCGCCAGAT
ATCGACGTCTAAGAAACCATTATTATCATGACATTAACCTATAAAAATAG
GCGTATCACGAGGCCCTTTCGTCTTCAC



