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Vector designation: 

pZS*21luc 

 

 

Genetic Map: 

 

 

 

 

Restriction Map: 

 

1  Sci I
1  Xho I

81  Eco RI
102  Acc 65I
102  Kpn I

215  Pfo I
254  Psr I
262  Bsi WI

598  Bsr GI
598  Tat I

715  Bst EII
720  Bsu 36I
740  Alf I

1286  Ppu MI
1286  Sse 8647I

1410  Hin cII
1428  Pac I
1447  Sex AI

1535  Sgr AI

1765  Xba I

1876  Avr I I
1972  Afe I

2295  Nde I
2316  Eco RV

2392  Alo I
2576  Sna BI

Pci I  2947

Spe I  3414
Sma I  3426
Uth SI  3426
Xma I  3426

Bsp 24I  3459

Afl II  3705
Ssp I  3742

Apa BI  3973
Bst API  3973

Alw NI  3974

Eco ICRI  4209
Sac I  4209

Rsr II  4379

Bss HII  4498
Fal I  4573
Bsr DI  4669

Tth 111I  4777
Fsp I  4795
Msc I  4815

Pst I  4846
Drd I  4868

Eag I  4989
Bcl I  5054

Aat II  5165
Zra I  5165

Bsp HI  5187

pZS*21luc

5239 bp
Unique Sites

 
 

 

Sequence: 

 
CTCGAGTCCCTATCAGTGATAGAGATTGACATCCCTATCAGTGATAGAGA 

TACTGAGCACATCAGCAGGACGCACTGACCGAATTCATTAAAGAGGAGAA 

AGGTACCATGGAAGACGCCAAAAACATAAAGAAAGGCCCGGCGCCATTCT 

ATCCGCTAGAGGATGGAACCGCTGGAGAGCAACTGCATAAGGCTATGAAG 

AGATACGCCCTGGTTCCTGGAACAATTGCTTTTACAGATGCACATATCGA 

GGTGAACATCACGTACGCGGAATACTTCGAAATGTCCGTTCGGTTGGCAG 

AAGCTATGAAACGATATGGGCTGAATACAAATCACAGAATCGTCGTATGC 

AGTGAAAACTCTCTTCAATTCTTTATGCCGGTGTTGGGCGCGTTATTTAT 

CGGAGTTGCAGTTGCGCCCGCGAACGACATTTATAATGAACGTGAATTGC 

TCAACAGTATGAACATTTCGCAGCCTACCGTAGTGTTTGTTTCCAAAAAG 

GGGTTGCAAAAAATTTTGAACGTGCAAAAAAAATTACCAATAATCCAGAA 

AATTATTATCATGGATTCTAAAACGGATTACCAGGGATTTCAGTCGATGT 

ACACGTTCGTCACATCTCATCTACCTCCCGGTTTTAATGAATACGATTTT 

GTACCAGAGTCCTTTGATCGTGACAAAACAATTGCACTGATAATGAACTC 

CTCTGGATCTACTGGGTTACCTAAGGGTGTGGCCCTTCCGCATAGAACTG 

CCTGCGTCAGATTCTCGCATGCCAGAGATCCTATTTTTGGCAATCAAATC 

ATTCCGGATACTGCGATTTTAAGTGTTGTTCCATTCCATCACGGTTTTGG 

AATGTTTACTACACTCGGATATTTGATATGTGGATTTCGAGTCGTCTTAA 

TGTATAGATTTGAAGAAGAGCTGTTTTTACGATCCCTTCAGGATTACAAA 

ATTCAAAGTGCGTTGCTAGTACCAACCCTATTTTCATTCTTCGCCAAAAG 

CACTCTGATTGACAAATACGATTTATCTAATTTACACGAAATTGCTTCTG 

GGGGCGCACCTCTTTCGAAAGAAGTCGGGGAAGCGGTTGCAAAACGCTTC 

CATCTTCCAGGGATACGACAAGGATATGGGCTCACTGAGACTACATCAGC 

TATTCTGATTACACCCGAGGGGGATGATAAACCGGGCGCGGTCGGTAAAG 

TTGTTCCATTTTTTGAAGCGAAGGTTGTGGATCTGGATACCGGGAAAACG 

CTGGGCGTTAATCAGAGAGGCGAATTATGTGTCAGAGGACCTATGATTAT 

GTCCGGTTATGTAAACAATCCGGAAGCGACCAACGCCTTGATTGACAAGG 

ATGGATGGCTACATTCTGGAGACATAGCTTACTGGGACGAAGACGAACAC 



TTCTTCATAGTTGACCGCTTGAAGTCTTTAATTAAATACAAAGGATACCA 

GGTGGCCCCCGCTGAATTGGAGTCGATATTGTTACAACACCCCAACATCT 

TCGACGCGGGCGTGGCAGGTCTTCCCGACGATGACGCCGGTGAACTTCCC 

GCCGCCGTTGTTGTTTTGGAGCACGGAAAGACGATGACGGAAAAAGAGAT 

CGTGGATTACGTCGCCAGTCAAGTAACAACCGCCAAAAAGTTGCGCGGAG 

GAGTTGTGTTTGTGGACGAAGTACCGAAAGGTCTTACCGGAAAACTCGAC 

GCAAGAAAAATCAGAGAGATCCTCATAAAGGCCAAGAAGGGCGGAAAGTC 

CAAATTGTAATGACTCTAGAGGCATCAAATAAAACGAAAGGCTCAGTCGA 

AAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCCTG 

AGTAGGACAAATCCGCCGCCCTAGACCTAGGGTACGGGTTTTGCTGCCCG 

CAAACGGGCTGTTCTGGTGTTGCTAGTTTGTTATCAGAATCGCAGATCCG 

GCTTCAGGTTTGCCGGCTGAAAGCGCTATTTCTTCCAGAATTGCCATGAT 

TTTTTCCCCACGGGAGGCGTCACTGGCTCCCGTGTTGTCGGCAGCTTTGA 

TTCGATAAGCAGCATCGCCTGTTTCAGGCTGTCTATGTGTGACTGTTGAG 

CTGTAACAAGTTGTCTCAGGTGTTCAATTTCATGTTCTAGTTGCTTTGTT 

TTACTGGTTTCACCTGTTCTATTAGGTGTTACATGCTGTTCATCTGTTAC 

ATTGTCGATCTGTTCATGGTGAACAGCTTTAAATGCACCAAAAACTCGTA 

AAAGCTCTGATGTATCTATCTTTTTTACACCGTTTTCATCTGTGCATATG 

GACAGTTTTCCCTTTGATATCTAACGGTGAACAGTTGTTCTACTTTTGTT 

TGTTAGTCTTGATGCTTCACTGATAGATACAAGAGCCATAAGAACCTCAG 

ATCCTTCCGTATTTAGCCAGTATGTTCTCTAGTGTGGTTCGTTGTTTTTG 

CGTGAGCCATGAGAACGAACCATTGAGATCATGCTTACTTTGCATGTCAC 

TCAAAAATTTTGCCTCAAAACTGGTGAGCTGAATTTTTGCAGTTAAAGCA 

TCGTGTAGTGTTTTTCTTAGTCCGTTACGTAGGTAGGAATCTGATGTAAT 

GGTTGTTGGTATTTTGTCACCATTCATTTTTATCTGGTTGTTCTCAAGTT 

CGGTTACGAGATCCATTTGTCTATCTAGTTCAACTTGGAAAATCAACGTA 

TCAGTCGGGCGGCCTCGCTTATCAACCACCAATTTCATATTGCTGTAAGT 

GTTTAAATCTTTACTTATTGGTTTCAAAACCCATTGGTTAAGCCTTTTAA 

ACTCATGGTAGTTATTTTCAAGCATTAACATGAACTTAAATTCATCAAGG 

CTAATCTCTATATTTGCCTTGTGAGTTTTCTTTTGTGTTAGTTCTTTTAA 

TAACCACTCATAAATCCTCATAGAGTATTTGTTTTCAAAAGACTTAACAT 

GTTCCAGATTATATTTTATGAATTTTTTTAACTGGAAAAGATAAGGCAAT 

ATCTCTTCACTAAAAACTAATTCTAATTTTTCGCTTGAGAACTTGGCATA 

GTTTGTCCACTGGAAAATCTCAAAGCCTTTAACCAAAGGATTCCTGATTT 

CCACAGTTCTCGTCATCAGCTCTCTGGTTGCTTTAGCTAATACACCATAA 

GCATTTTCCCTACTGATGTTCATCATCTGAGCGTATTGGTTATAAGTGAA 

CGATACCGTCCGTTCTTTCCTTGTAGGGTTTTCAATCGTGGGGTTGAGTA 

GTGCCACACAGCATAAAATTAGCTTGGTTTCATGCTCCGTTAAGTCATAG 

CGACTAATCGCTAGTTCATTTGCTTTGAAAACAACTAATTCAGACATACA 

TCTCAATTGGTCTAGGTGATTTTAATCACTATACCAATTGAGATGGGCTA 

GTCAATGATAATTACTAGTCCTTTTCCCGGGAGATCTGGGTATCTGTAAA 

TTCTGCTAGACCTTTGCTGGAAAACTTGTAAATTCTGCTAGACCCTCTGT 

AAATTCCGCTAGACCTTTGTGTGTTTTTTTTGTTTATATTCAAGTGGTTA 

TAATTTATAGAATAAAGAAAGAATAAAAAAAGATAAAAAGAATAGATCCC 

AGCCCTGTGTATAACTCACTACTTTAGTCAGTTCCGCAGTATTACAAAAG 

GATGTCGCAAACGCTGTTTGCTCCTCTACAAAACAGACCTTAAAACCCTA 

AAGGCTTAAGTAGCACCCTCGCAAGCTCGGGCAAATCGCTGAATATTCCT 

TTTGTCTCCGACCATCAGGCACCTGAGTCGCTGTCTTTTTCGTGACATTC 

AGTTCGCTGCGCTCACGGCTCTGGCAGTGAATGGGGGTAAATGGCACTAC 

AGGCGCCTTTTATGGATTCATGCAAGGAAACTACCCATAATACAAGAAAA 

GCCCGTCACGGGCTTCTCAGGGCGTTTTATGGCGGGTCTGCTATGTGGTG 

CTATCTGACTTTTTGCTGTTCAGCAGTTCCTGCCCTCTGATTTTCCAGTC 

TGACCACTTCGGATTATCCCGTGACAGGTCATTCAGACTGGCTAATGCAC 

CCAGTAAGGCAGCGGTATCATCAACAGGCTTACCCGTCTTACTGTCCCTA 

GTGCTTGGATTCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTTCT 

GAACAAATCCAGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAGGA 

GTCCAAGCGAGCTCTCGAACCCCAGAGTCCCGCTCAGAAGAACTCGTCAA 

GAAGGCGATAGAAGGCGATGCGCTGCGAATCGGGAGCGGCGATACCGTAA 

AGCACGAGGAAGCGGTCAGCCCATTCGCCGCCAAGCTCTTCAGCAATATC 

ACGGGTAGCCAACGCTATGTCCTGATAGCGGTCCGCCACACCCAGCCGGC 

CACAGTCGATGAATCCAGAAAAGCGGCCATTTTCCACCATGATATTCGGC 

AAGCAGGCATCGCCATGGGTCACGACGAGATCCTCGCCGTCGGGCATGCG 

CGCCTTGAGCCTGGCGAACAGTTCGGCTGGCGCGAGCCCCTGATGCTCTT 

CGTCCAGATCATCCTGATCGACAAGACCGGCTTCCATCCGAGTACGTGCT 

CGCTCGATGCGATGTTTCGCTTGGTGGTCGAATGGGCAGGTAGCCGGATC 

AAGCGTATGCAGCCGCCGCATTGCATCAGCCATGATGGATACTTTCTCGG 

CAGGAGCAAGGTGAGATGACAGGAGATCCTGCCCCGGCACTTCGCCCAAT 

AGCAGCCAGTCCCTTCCCGCTTCAGTGACAACGTCGAGCACAGCTGCGCA 

AGGAACGCCCGTCGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTGCA 

GTTCATTCAGGGCACCGGACAGGTCGGTCTTGACAAAAAGAACCGGGCGC 

CCCTGCGCTGACAGCCGGAACACGGCGGCATCAGAGCAGCCGATTGTCTG 

TTGTGCCCAGTCATAGCCGAATAGCCTCTCCACCCAAGCGGCCGGAGAAC 

CTGCGTGCAATCCATCTTGTTCAATCATGCGAAACGATCCTCATCCTGTC 

TCTTGATCAGATCTTGATCCCCTGCGCCATCAGATCCTTGGCGGCAAGAA 

AGCCATCCAGTTTACTTTGCAGGGCTTCCCAACCTTACCAGAGGGCGCCC 

CAGCTGGCAATTCCGACGTCTAAGAAACCATTATTATCATGACATTAACC 

TATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTTCAC 

 


