Plasmid data sheet

Vector designation:
pZS*24MCS

Genetic Map:

Aatll

Plac/ara-1

EcoRI
Kn'
~Kpnl

pZS*24MCS MCS

\\/\Avrll

pSC101*

Sacl

Restriction Map:

Xem| 3917
Boll 3894
Eagl 3829
BsiEl 3829
Taqll 3714
Drd| 3708
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Msc| 3655
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Fsp| 3635
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Bpll 3065
Sac| 3049
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148 Plol

521 Accsl
521 Kpnl
551 Clal
599 Miul

716 Avrll

pZS*24MCS

+

4004 bp
Unique Sites

= 1135 Ndel

AWNI 2814
BstAPI 2813
ApaBl 2813
Bts| 2664
Beg! 2600
Beg| 2609
Sspl 2582
Aflll 2545
Bsp24] 2209 \
‘Spol 2254 1787 Poil

1282 Al

A
1416 SnaBl

Sequence:

GACGTCTGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGGCCCTCG
GACACCGAGGAGAATGTCAAGAGGCGAACACACAACGTCTTGGAGCGCCA
GAGGAGGAACGAGCTAAAACGGAGCTTTTTTGCCCTGCGTGACCAGATCC
CGGAGTTGGAAAACAATGAAAAGGCCCCCAAGGTAGTTATCCTTAAAAAA
GCCACAGCATACATCCTGTCCGTCCAAGCAGAGGAGCAAAAGCTCATTTC
TGAAGAGGACTTGTTGCGGAAACGACGAGAACAGTTGAAACACAAACTTG
AACAGCTACGGAACTCTTGTGCGTAAGGAAAAGTAAGGAAAACGATTCCT
TCTAACAGAAATGTCCTGAGCAATCACCTATGAACTGTCGACTCGAGCAT
AGCATTTTTATCCATAAGATTAGCGGATCCTAAGCTTTACAATTGTGAGC
GCTCACAATTATGATAGATTCAATTGTGAGCGGATAACAATTTCACACAG
AATTCATTAAAGAGGAGAAAGGTACCGGGCCCCCCCTCGAGGTCGACGGT
ATCGATAAGCTTGATATCGAATTCCTGCAGCCCGGGGGATCCCATGGTAC
GCGTGCTAGAGGCATCAAATAAAACGAAAGGCTCAGTCGAAAGACTGGGC
CTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCCTGAGTAGGACAA
ATCCGCCGCCCTAGACCTAGGGTACGGGTTTTGCTGCCCGCAAACGGGCT
GTTCTGGTGTTGCTAGTTTGTTATCAGAATCGCAGATCCGGCTTCAGGTT
TGCCGGCTGAAAGCGCTATTTCTTCCAGAATTGCCATGATTTTTTCCCCA
CGGGAGGCGTCACTGGCTCCCGTGTTGTCGGCAGCTTTGATTCGATAAGC
AGCATCGCCTGTTTCAGGCTGTCTATGTGTGACTGTTGAGCTGTAACAAG
TTGTCTCAGGTGTTCAATTTCATGTTCTAGTTGCTTTGTTTTACTGGTTT
CACCTGTTCTATTAGGTGTTACATGCTGTTCATCTGTTACATTGTCGATC
TGTTCATGGTGAACAGCTTTAAATGCACCAAAAACTCGTAAAAGCTCTGA
TGTATCTATCTTTTTTACACCGTTTTCATCTGTGCATATGGACAGTTTTC
CCTTTGATATCTAACGGTGAACAGTTGTTCTACTTTTGTTTGTTAGTCTT
GATGCTTCACTGATAGATACAAGAGCCATAAGAACCTCAGATCCTTCCGT
ATTTAGCCAGTATGTTCTCTAGTGTGGTTCGTTGTTTTTGCGTGAGCCAT
GAGAACGAACCATTGAGATCATGCTTACTTTGCATGTCACTCAAAAATTT
TGCCTCAAAACTGGTGAGCTGAATTTTTGCAGTTAAAGCATCGTGTAGTG



TTTTTCTTAGTCCGTTACGTAGGTAGGAATCTGATGTAATGGTTGTTGGT
ATTTTGTCACCATTCATTTTTATCTGGTTGTTCTCAAGTTCGGTTACGAG
ATCCATTTGTCTATCTAGTTCAACTTGGAAAATCAACGTATCAGTCGGGC
GGCCTCGCTTATCAACCACCAATTTCATATTGCTGTAAGTGTTTAAATCT
TTACTTATTGGTTTCAAAACCCATTGGTTAAGCCTTTTAAACTCATGGTA
GTTATTTTCAAGCATTAACATGAACTTAAATTCATCAAGGCTAATCTCTA
TATTTGCCTTGTGAGTTTTCTTTTGTGTTAGTTCTTTTAATAACCACTCA
TAAATCCTCATAGAGTATTTGTTTTCAAAAGACTTAACATGTTCCAGATT
ATATTTTATGAATTTTTTTAACTGGAAAAGATAAGGCAATATCTCTTCAC
TAAAAACTAATTCTAATTTTTCGCTTGAGAACTTGGCATAGTTTGTCCAC
TGGAAAATCTCAAAGCCTTTAACCAAAGGATTCCTGATTTCCACAGTTCT
CGTCATCAGCTCTCTGGTTGCTTTAGCTAATACACCATAAGCATTTTCCC
TACTGATGTTCATCATCTGAGCGTATTGGTTATAAGTGAACGATACCGTC
CGTTCTTTCCTTGTAGGGTTTTCAATCGTGGGGTTGAGTAGTGCCACACA
GCATAAAATTAGCTTGGTTTCATGCTCCGTTAAGTCATAGCGACTAATCG
CTAGTTCATTTGCTTTGAAAACAACTAATTCAGACATACATCTCAATTGG
TCTAGGTGATTTTAATCACTATACCAATTGAGATGGGCTAGTCAATGATA
ATTACTAGTCCTTTTCCCGGGAGATCTGGGTATCTGTAAATTCTGCTAGA
CCTTTGCTGGAAAACTTGTAAATTCTGCTAGACCCTCTGTAAATTCCGCT
AGACCTTTGTGTGTTTTTTTTGTTTATATTCAAGTGGTTATAATTTATAG
AATAAAGAAAGAATAAAAAAAGATAAAAAGAATAGATCCCAGCCCTGTGT
ATAACTCACTACTTTAGTCAGTTCCGCAGTATTACAAAAGGATGTCGCAA
ACGCTGTTTGCTCCTCTACAAAACAGACCTTAAAACCCTAAAGGCTTAAG
TAGCACCCTCGCAAGCTCGGGCAAATCGCTGAATATTCCTTTTGTCTCCG
ACCATCAGGCACCTGAGTCGCTGTCTTTTTCGTGACATTCAGTTCGCTGC
GCTCACGGCTCTGGCAGTGAATGGGGGTAAATGGCACTACAGGCGCCTTT
TATGGATTCATGCAAGGAAACTACCCATAATACAAGAAAAGCCCGTCACG
GGCTTCTCAGGGCGTTTTATGGCGGGTCTGCTATGTGGTGCTATCTGACT
TTTTGCTGTTCAGCAGTTCCTGCCCTCTGATTTTCCAGTCTGACCACTTC
GGATTATCCCGTGACAGGTCATTCAGACTGGCTAATGCACCCAGTAAGGC
AGCGGTATCATCAACAGGCTTACCCGTCTTACTGTCCCTAGTGCTTGGAT
TCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTTCTGAACAAATCC
AGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAGGAGTCCAAGCGA
GCTCTCGAACCCCAGAGTCCCGCTCAGAAGAACTCGTCAAGAAGGCGATA
GAAGGCGATGCGCTGCGAATCGGGAGCGGCGATACCGTAAAGCACGAGGA
AGCGGTCAGCCCATTCGCCGCCAAGCTCTTCAGCAATATCACGGGTAGCC
AACGCTATGTCCTGATAGCGGTCCGCCACACCCAGCCGGCCACAGTCGAT
GAATCCAGAAAAGCGGCCATTTTCCACCATGATATTCGGCAAGCAGGCAT
CGCCATGGGTCACGACGAGATCCTCGCCGTCGGGCATGCGCGCCTTGAGC
CTGGCGAACAGTTCGGCTGGCGCGAGCCCCTGATGCTCTTCGTCCAGATC
ATCCTGATCGACAAGACCGGCTTCCATCCGAGTACGTGCTCGCTCGATGC
GATGTTTCGCTTGGTGGTCGAATGGGCAGGTAGCCGGATCAAGCGTATGC
AGCCGCCGCATTGCATCAGCCATGATGGATACTTTCTCGGCAGGAGCAAG
GTGAGATGACAGGAGATCCTGCCCCGGCACTTCGCCCAATAGCAGCCAGT
CCCTTCCCGCTTCAGTGACAACGTCGAGCACAGCTGCGCAAGGAACGCCC
GTCGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTGCAGTTCATTCAG
GGCACCGGACAGGTCGGTCTTGACAAAAAGAACCGGGCGCCCCTGCGCTG
ACAGCCGGAACACGGCGGCATCAGAGCAGCCGATTGTCTGTTGTGCCCAG
TCATAGCCGAATAGCCTCTCCACCCAAGCGGCCGGAGAACCTGCGTGCAA
TCCATCTTGTTCAATCATGCGAAACGATCCTCATCCTGTCTCTTGATCAG
ATCTTGATCCCCTGCGCCATCAGATCCTTGGCGGCAAGAAAGCCATCCAG
TTTACTTTGCAGGGCTTCCCAACCTTACCAGAGGGCGCCCCAGCTGGCAA
TTCC



