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Vector designation: 

pZS*24MCS 

 

 

Genetic Map: 

 

 

 

 

Restriction Map: 

 

1  Aat I I
1  Zra I

148  Pfo I

521  Acc 65I
521  Kpn I
551  Cla I

599  Mlu I

716  Avr I I

857  Hga I
908  Eco NI

1135  Nde I

1232  Alo I

1416  Sna BI

1787  Pci ISpe I  2254
Bsp 24I  2299

Afl II  2545
Ssp I  2582

Bcg I  2609
Bcg I  2609

Bts I  2664
Apa BI  2813

Bst API  2813
Alw NI  2814

Eco ICRI  3049
Sac I  3049
Bpl I  3065
Bpl I  3065

Bss SI  3143
Rsr II  3219
Ava II  3220

Psp 03I  3220
Vpa K11AI  3220

Sph I  3334
Bss HII  3338

Bst NI  3350
Psp GI  3350

Fal I  3413
Bsr DI  3509
Bci VI  3527
Hae IV  3558
Tth 111I  3617

Fsp I  3635
Hae I  3655
Msc I  3655
Bsa WI  3704

Drd I  3708
Taq II  3714

Bsi EI  3829
Eag I  3829

Bcl I  3894
Xcm I  3917

pZS*24MCS

4004 bp
Unique Sites

 
 

 

Sequence: 

 
GACGTCTGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGGCCCTCG 

GACACCGAGGAGAATGTCAAGAGGCGAACACACAACGTCTTGGAGCGCCA 

GAGGAGGAACGAGCTAAAACGGAGCTTTTTTGCCCTGCGTGACCAGATCC 

CGGAGTTGGAAAACAATGAAAAGGCCCCCAAGGTAGTTATCCTTAAAAAA 

GCCACAGCATACATCCTGTCCGTCCAAGCAGAGGAGCAAAAGCTCATTTC 

TGAAGAGGACTTGTTGCGGAAACGACGAGAACAGTTGAAACACAAACTTG 

AACAGCTACGGAACTCTTGTGCGTAAGGAAAAGTAAGGAAAACGATTCCT 

TCTAACAGAAATGTCCTGAGCAATCACCTATGAACTGTCGACTCGAGCAT 

AGCATTTTTATCCATAAGATTAGCGGATCCTAAGCTTTACAATTGTGAGC 

GCTCACAATTATGATAGATTCAATTGTGAGCGGATAACAATTTCACACAG 

AATTCATTAAAGAGGAGAAAGGTACCGGGCCCCCCCTCGAGGTCGACGGT 

ATCGATAAGCTTGATATCGAATTCCTGCAGCCCGGGGGATCCCATGGTAC 

GCGTGCTAGAGGCATCAAATAAAACGAAAGGCTCAGTCGAAAGACTGGGC 

CTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCCTGAGTAGGACAA 

ATCCGCCGCCCTAGACCTAGGGTACGGGTTTTGCTGCCCGCAAACGGGCT 

GTTCTGGTGTTGCTAGTTTGTTATCAGAATCGCAGATCCGGCTTCAGGTT 

TGCCGGCTGAAAGCGCTATTTCTTCCAGAATTGCCATGATTTTTTCCCCA 

CGGGAGGCGTCACTGGCTCCCGTGTTGTCGGCAGCTTTGATTCGATAAGC 

AGCATCGCCTGTTTCAGGCTGTCTATGTGTGACTGTTGAGCTGTAACAAG 

TTGTCTCAGGTGTTCAATTTCATGTTCTAGTTGCTTTGTTTTACTGGTTT 

CACCTGTTCTATTAGGTGTTACATGCTGTTCATCTGTTACATTGTCGATC 

TGTTCATGGTGAACAGCTTTAAATGCACCAAAAACTCGTAAAAGCTCTGA 

TGTATCTATCTTTTTTACACCGTTTTCATCTGTGCATATGGACAGTTTTC 

CCTTTGATATCTAACGGTGAACAGTTGTTCTACTTTTGTTTGTTAGTCTT 

GATGCTTCACTGATAGATACAAGAGCCATAAGAACCTCAGATCCTTCCGT 

ATTTAGCCAGTATGTTCTCTAGTGTGGTTCGTTGTTTTTGCGTGAGCCAT 

GAGAACGAACCATTGAGATCATGCTTACTTTGCATGTCACTCAAAAATTT 

TGCCTCAAAACTGGTGAGCTGAATTTTTGCAGTTAAAGCATCGTGTAGTG 



TTTTTCTTAGTCCGTTACGTAGGTAGGAATCTGATGTAATGGTTGTTGGT 

ATTTTGTCACCATTCATTTTTATCTGGTTGTTCTCAAGTTCGGTTACGAG 

ATCCATTTGTCTATCTAGTTCAACTTGGAAAATCAACGTATCAGTCGGGC 

GGCCTCGCTTATCAACCACCAATTTCATATTGCTGTAAGTGTTTAAATCT 

TTACTTATTGGTTTCAAAACCCATTGGTTAAGCCTTTTAAACTCATGGTA 

GTTATTTTCAAGCATTAACATGAACTTAAATTCATCAAGGCTAATCTCTA 

TATTTGCCTTGTGAGTTTTCTTTTGTGTTAGTTCTTTTAATAACCACTCA 

TAAATCCTCATAGAGTATTTGTTTTCAAAAGACTTAACATGTTCCAGATT 

ATATTTTATGAATTTTTTTAACTGGAAAAGATAAGGCAATATCTCTTCAC 

TAAAAACTAATTCTAATTTTTCGCTTGAGAACTTGGCATAGTTTGTCCAC 

TGGAAAATCTCAAAGCCTTTAACCAAAGGATTCCTGATTTCCACAGTTCT 

CGTCATCAGCTCTCTGGTTGCTTTAGCTAATACACCATAAGCATTTTCCC 

TACTGATGTTCATCATCTGAGCGTATTGGTTATAAGTGAACGATACCGTC 

CGTTCTTTCCTTGTAGGGTTTTCAATCGTGGGGTTGAGTAGTGCCACACA 

GCATAAAATTAGCTTGGTTTCATGCTCCGTTAAGTCATAGCGACTAATCG 

CTAGTTCATTTGCTTTGAAAACAACTAATTCAGACATACATCTCAATTGG 

TCTAGGTGATTTTAATCACTATACCAATTGAGATGGGCTAGTCAATGATA 

ATTACTAGTCCTTTTCCCGGGAGATCTGGGTATCTGTAAATTCTGCTAGA 

CCTTTGCTGGAAAACTTGTAAATTCTGCTAGACCCTCTGTAAATTCCGCT 

AGACCTTTGTGTGTTTTTTTTGTTTATATTCAAGTGGTTATAATTTATAG 

AATAAAGAAAGAATAAAAAAAGATAAAAAGAATAGATCCCAGCCCTGTGT 

ATAACTCACTACTTTAGTCAGTTCCGCAGTATTACAAAAGGATGTCGCAA 

ACGCTGTTTGCTCCTCTACAAAACAGACCTTAAAACCCTAAAGGCTTAAG 

TAGCACCCTCGCAAGCTCGGGCAAATCGCTGAATATTCCTTTTGTCTCCG 

ACCATCAGGCACCTGAGTCGCTGTCTTTTTCGTGACATTCAGTTCGCTGC 

GCTCACGGCTCTGGCAGTGAATGGGGGTAAATGGCACTACAGGCGCCTTT 

TATGGATTCATGCAAGGAAACTACCCATAATACAAGAAAAGCCCGTCACG 

GGCTTCTCAGGGCGTTTTATGGCGGGTCTGCTATGTGGTGCTATCTGACT 

TTTTGCTGTTCAGCAGTTCCTGCCCTCTGATTTTCCAGTCTGACCACTTC 

GGATTATCCCGTGACAGGTCATTCAGACTGGCTAATGCACCCAGTAAGGC 

AGCGGTATCATCAACAGGCTTACCCGTCTTACTGTCCCTAGTGCTTGGAT 

TCTCACCAATAAAAAACGCCCGGCGGCAACCGAGCGTTCTGAACAAATCC 

AGATGGAGTTCTGAGGTCATTACTGGATCTATCAACAGGAGTCCAAGCGA 

GCTCTCGAACCCCAGAGTCCCGCTCAGAAGAACTCGTCAAGAAGGCGATA 

GAAGGCGATGCGCTGCGAATCGGGAGCGGCGATACCGTAAAGCACGAGGA 

AGCGGTCAGCCCATTCGCCGCCAAGCTCTTCAGCAATATCACGGGTAGCC 

AACGCTATGTCCTGATAGCGGTCCGCCACACCCAGCCGGCCACAGTCGAT 

GAATCCAGAAAAGCGGCCATTTTCCACCATGATATTCGGCAAGCAGGCAT 

CGCCATGGGTCACGACGAGATCCTCGCCGTCGGGCATGCGCGCCTTGAGC 

CTGGCGAACAGTTCGGCTGGCGCGAGCCCCTGATGCTCTTCGTCCAGATC 

ATCCTGATCGACAAGACCGGCTTCCATCCGAGTACGTGCTCGCTCGATGC 

GATGTTTCGCTTGGTGGTCGAATGGGCAGGTAGCCGGATCAAGCGTATGC 

AGCCGCCGCATTGCATCAGCCATGATGGATACTTTCTCGGCAGGAGCAAG 

GTGAGATGACAGGAGATCCTGCCCCGGCACTTCGCCCAATAGCAGCCAGT 

CCCTTCCCGCTTCAGTGACAACGTCGAGCACAGCTGCGCAAGGAACGCCC 

GTCGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTGCAGTTCATTCAG 

GGCACCGGACAGGTCGGTCTTGACAAAAAGAACCGGGCGCCCCTGCGCTG 

ACAGCCGGAACACGGCGGCATCAGAGCAGCCGATTGTCTGTTGTGCCCAG 

TCATAGCCGAATAGCCTCTCCACCCAAGCGGCCGGAGAACCTGCGTGCAA 

TCCATCTTGTTCAATCATGCGAAACGATCCTCATCCTGTCTCTTGATCAG 

ATCTTGATCCCCTGCGCCATCAGATCCTTGGCGGCAAGAAAGCCATCCAG 

TTTACTTTGCAGGGCTTCCCAACCTTACCAGAGGGCGCCCCAGCTGGCAA 

TTCC 

 


