Plasmid data sheet

Vector designation:
pZS21MCS

Genetic Map:

pZS21MCS

Sacl

N e

pSC101

Restriction Map:

Bbs| 3653
Bbr7l 3653
BspHI 3608
Zral 3586
Aatll 3586
Xom| 3498
Bglll 3480
Bell 3475

102 Acc6s!
102 Kpn!

108 Apal
108 PspOMI

Eagl 3410
BsiEl 3410
Drd| 3289
Bsa Wl 3285
Msc| 3236
Hae | 3236

132 Clal

297 Avrll
393 Afel
489 EcoNI

BiVl 3108
BsrDI 3090

Fall 2994

PspGl 2931

BstNI 2931

BssHIl 2919

Sphi 2915
VpaK11Al 2801
Psp03l 2801
Avall 2801
Rsrll 2800

716 Ndel
pZS21MCS

+

3660 bp
Unique Sites

813 Aol

Bpl| 2646 [~ 997 SnaBI

Bpll 2646
Sacl 2630
EcoICRI 2630

AwNI 2395
BstAPI 2394
ApaBl 2394

Bts| 2245

1368 Poil
Begl 2190
Begl 2190
Sspl 2163
Aflll 2126
Bsp24l 1880
RleAl 1856
Spell 1835

Sequence:

CTCGAGTCCCTATCAGTGATAGAGATTGACATCCCTATCAGTGATAGAGA
TACTGAGCACATCAGCAGGACGCACTGACCGAATTCATTAAAGAGGAGAA
AGGTACCGGGCCCCCCCTCGAGGTCGACGGTATCGATAAGCTTGATATCG
AATTCCTGCAGCCCGGGGGATCCCATGGTACGCGTGCTAGAGGCATCAAA
TAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGT
TTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGCCCTAGACCTA
GGGTACGGGTTTTGCTGCCCGCAAACGGGCTGTTCTGGTGTTGCTAGTTT
GTTATCAGAATCGCAGATCCGGCTTCAGGTTTGCCGGCTGAAAGCGCTAT
TTCTTCCAGAATTGCCATGATTTTTTCCCCACGGGAGGCGTCACTGGCTC
CCGTGTTGTCGGCAGCTTTGATTCGATAAGCAGCATCGCCTGTTTCAGGC
TGTCTATGTGTGACTGTTGAGCTGTAACAAGTTGTCTCAGGTGTTCAATT
TCATGTTCTAGTTGCTTTGTTTTACTGGTTTCACCTGTTCTATTAGGTGT
TACATGCTGTTCATCTGTTACATTGTCGATCTGTTCATGGTGAACAGCTT
TAAATGCACCAAAAACTCGTAAAAGCTCTGATGTATCTATCTTTTTTACA
CCGTTTTCATCTGTGCATATGGACAGTTTTCCCTTTGATATCTAACGGTG
AACAGTTGTTCTACTTTTGTTTGTTAGTCTTGATGCTTCACTGATAGATA
CAAGAGCCATAAGAACCTCAGATCCTTCCGTATTTAGCCAGTATGTTCTC
TAGTGTGGTTCGTTGTTTTTGCGTGAGCCATGAGAACGAACCATTGAGAT
CATGCTTACTTTGCATGTCACTCAAAAATTTTGCCTCAAAACTGGTGAGC
TGAATTTTTGCAGTTAAAGCATCGTGTAGTGTTTTTCTTAGTCCGTTACG
TAGGTAGGAATCTGATGTAATGGTTGTTGGTATTTTGTCACCATTCATTT
TTATCTGGTTGTTCTCAAGTTCGGTTACGAGATCCATTTGTCTATCTAGT
TCAACTTGGAAAATCAACGTATCAGTCGGGCGGCCTCGCTTATCAACCAC
CAATTTCATATTGCTGTAAGTGTTTAAATCTTTACTTATTGGTTTCAAAA
CCCATTGGTTAAGCCTTTTAAACTCATGGTAGTTATTTTCAAGCATTAAC
ATGAACTTAAATTCATCAAGGCTAATCTCTATATTTGCCTTGTGAGTTTT
CTTTTGTGTTAGTTCTTTTAATAACCACTCATAAATCCTCATAGAGTATT
TGTTTTCAAAAGACTTAACATGTTCCAGATTATATTTTATGAATTTTTTT



AACTGGAAAAGATAAGGCAATATCTCTTCACTAAAAACTAATTCTAATTT
TTCGCTTGAGAACTTGGCATAGTTTGTCCACTGGAAAATCTCAAAGCCTT
TAACCAAAGGATTCCTGATTTCCACAGTTCTCGTCATCAGCTCTCTGGTT
GCTTTAGCTAATACACCATAAGCATTTTCCCTACTGATGTTCATCATCTG
AGCGTATTGGTTATAAGTGAACGATACCGTCCGTTCTTTCCTTGTAGGGT
TTTCAATCGTGGGGTTGAGTAGTGCCACACAGCATAAAATTAGCTTGGTT
TCATGCTCCGTTAAGTCATAGCGACTAATCGCTAGTTCATTTGCTTTGAA
AACAACTAATTCAGACATACATCTCAATTGGTCTAGGTGATTTTAATCAC
TATACCAATTGAGATGGGCTAGTCAATGATAATTACTAGTCCTTTTCCTT
TGAGTTGTGGGTATCTGTAAATTCTGCTAGACCTTTGCTGGAAAACTTGT
AAATTCTGCTAGACCCTCTGTAAATTCCGCTAGACCTTTGTGTGTTTTTT
TTGTTTATATTCAAGTGGTTATAATTTATAGAATAAAGAAAGAATAAAAA
AAGATAAAAAGAATAGATCCCAGCCCTGTGTATAACTCACTACTTTAGTC
AGTTCCGCAGTATTACAAAAGGATGTCGCAAACGCTGTTTGCTCCTCTAC
AAAACAGACCTTAAAACCCTAAAGGCTTAAGTAGCACCCTCGCAAGCTCG
GGCAAATCGCTGAATATTCCTTTTGTCTCCGACCATCAGGCACCTGAGTC
GCTGTCTTTTTCGTGACATTCAGTTCGCTGCGCTCACGGCTCTGGCAGTG
AATGGGGGTAAATGGCACTACAGGCGCCTTTTATGGATTCATGCAAGGAA
ACTACCCATAATACAAGAAAAGCCCGTCACGGGCTTCTCAGGGCGTTTTA
TGGCGGGTCTGCTATGTGGTGCTATCTGACTTTTTGCTGTTCAGCAGTTC
CTGCCCTCTGATTTTCCAGTCTGACCACTTCGGATTATCCCGTGACAGGT
CATTCAGACTGGCTAATGCACCCAGTAAGGCAGCGGTATCATCAACAGGC
TTACCCGTCTTACTGTCCCTAGTGCTTGGATTCTCACCAATAAAAAACGC
CCGGCGGCAACCGAGCGTTCTGAACAAATCCAGATGGAGTTCTGAGGTCA
TTACTGGATCTATCAACAGGAGTCCAAGCGAGCTCTCGAACCCCAGAGTC
CCGCTCAGAAGAACTCGTCAAGAAGGCGATAGAAGGCGATGCGCTGCGAA
TCGGGAGCGGCGATACCGTAAAGCACGAGGAAGCGGTCAGCCCATTCGCC
GCCAAGCTCTTCAGCAATATCACGGGTAGCCAACGCTATGTCCTGATAGC
GGTCCGCCACACCCAGCCGGCCACAGTCGATGAATCCAGAAAAGCGGCCA
TTTTCCACCATGATATTCGGCAAGCAGGCATCGCCATGGGTCACGACGAG
ATCCTCGCCGTCGGGCATGCGCGCCTTGAGCCTGGCGAACAGTTCGGCTG
GCGCGAGCCCCTGATGCTCTTCGTCCAGATCATCCTGATCGACAAGACCG
GCTTCCATCCGAGTACGTGCTCGCTCGATGCGATGTTTCGCTTGGTGGTC
GAATGGGCAGGTAGCCGGATCAAGCGTATGCAGCCGCCGCATTGCATCAG
CCATGATGGATACTTTCTCGGCAGGAGCAAGGTGAGATGACAGGAGATCC
TGCCCCGGCACTTCGCCCAATAGCAGCCAGTCCCTTCCCGCTTCAGTGAC
AACGTCGAGCACAGCTGCGCAAGGAACGCCCGTCGTGGCCAGCCACGATA
GCCGCGCTGCCTCGTCCTGCAGTTCATTCAGGGCACCGGACAGGTCGGTC
TTGACAAAAAGAACCGGGCGCCCCTGCGCTGACAGCCGGAACACGGCGGC
ATCAGAGCAGCCGATTGTCTGTTGTGCCCAGTCATAGCCGAATAGCCTCT
CCACCCAAGCGGCCGGAGAACCTGCGTGCAATCCATCTTGTTCAATCATG
CGAAACGATCCTCATCCTGTCTCTTGATCAGATCTTGATCCCCTGCGCCA
TCAGATCCTTGGCGGCAAGAAAGCCATCCAGTTTACTTTGCAGGGCTTCC
CAACCTTACCAGAGGGCGCCCCAGCTGGCAATTCCGACGTCTAAGAAACC
ATTATTATCATGACATTAACCTATAAAAATAGGCGTATCACGAGGCCCTT
TCGTCTTCAC



